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Figure S1. Total ion chromatogram by LC-MS/MS of ELME in positive ion mode.
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Figure S2. Total ion chromatogram by LC-MS/MS of ELME in negative ion mode.

J. Fungi 2021, 8, 426. https://doi.org/10.3390/j0f8050426

www.mdpi.com/journal/jof



J. Fungi 2021, 8, 426 2 of 3

150+
|Cso=31.259 ug/ml
2 100
E
3
>
< 50
c 1 1 1 1
0 2 4 6 8

Log Conc (pg/mi)

Figure S3. MTT cytotoxicity assay of ELME against HSF normal cell line.

Table S1. Sequences of primer used in qRT-PCR.

Gene name Sequence 5'- 3’
F- TTTCATCTTCTGTATCAGAGGAACTTAT
R- ATGGGATGAATCATCAAACAAGAG
ALS1 F- CAACAGGCACCTCAGCATCTAC
R- CTCCACCAGTAACAGATCCACTAGTAA
F- AATGCCTGCAGGTTATTTGG

ACT1 (reference gene)

BCRI R- TTTTAGGTGGTGGTGGCAAT

PLE2 F- TGAACCTTTGGGCGACAACT
R- GCCGCGCTCGTTGTTAA

SADPS F- CCAGCATCTTCCCGCACTT

R- GCGTAAGAACCGTCACCATATITAA

Table S2. Values of MICs of ELME against the tested C. albicans clinical isolates.

Isolate code MIC (ug/mL) Isolate code MIC (ug/mL)
C1 32 9 64
C2 32 C10 32
C3 64 C11 32
C4 32 C12 64
C5 64 C13 64
C6 32 C14 128
C7 128 C15 256

C8 128 Cl6 256
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Table S3. Means values of the glomerular basement membrane thickness, tubular injury
score in different experimental groups.

I II III IV \'%

Glomerular
basement
membrane
(nm)
Tubular injury 03
score

162.5 * 7.2 400.1 * 11.9 **215.6 + 5.7* 1803 + 6.8 172.8 + 5.1

(02) 32 (15 2.1  (14% 15 (0-3) 08  (0-2)

(**) Highly Significant increase compared to the control group (p<0.001). (*) Significant
increase compared to control group ( p<0.05).

Table S4. Percentages of collagen, desmin and iNOs expression in different experimental
groups.

I 11 11 v v
llagen fi- 1.
C°b2§i/n " 0121 £ 136 3312+ 00 203 +196% 154 + 232 1381 £ 172
(]
Desmin% 07 + 04 266 + 2.6* 184 = 17* 93 + 18 46 + 39
iNOs% 124 + 48 609 +32* 354 + 21* 208 + 68 153 + 29

(**) Highly Significant increase compared to the control group (p<0.001).(*) Significant
increase compared to control group ( p<0.05).



