Supplementary Figures

Figure S1. AFLP fingerprinting of included isolates.
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Figure S1. Amplified Fragment Length Polymorphism (AFLP) fingerprinting of C. parapsilosis complex species [1].
Colors indicate the different AFLP clusters, G1-P and G2-P for C. parapsilosis and G1-Orth and G2-Orth for C.
orthopsilosis, respectively. Reference strains (CBS) are included and origins are provided in red text. Pt: patient,
ICU: Intensive care unit, PICU: Pediatric ICU, NICU: Neonatal ICU, NICU-OH: NICU Open Heart Surgery, CICU:
Cardiac ICU, EICU: Emergency ICU, GI: Gastroenterology, BMT: Bone marrow transplant.
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Figure S2. Genotype accumulation curve. For each boxplot, the six loci were randomly sampled 1000 times. A
plateau was reached with the six loci.
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Figure S3. Microsatellite typing [2] of Danish and Iranian isolates visualized as a minimum spanning tree in
BioNumerics v7.6. Green colors represent C. parapsilosis isolates belonging to AFLP cluster G1-P, blue is AFLP
cluster G2-P strains and red are Danish isolates. There are six Iranian clusters and two Danish clusters involving
different patients. No apparent correlation between AFLP fingerprints and microsatellite genotypes was
observed.
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Figure S4. Test for linkage disequilibrium among the loci from the Danish and Iranian isolates of Candida
parapsilosis. The 7s index accounts for the number of loci sampled, and is less biased than Index of Association.
The low P values reject the null hypothesis of no linkage among markers.
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