Supplementary figures

Supplementary Figure 1
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Supplementary Figure 1. (A) Association of COVID-19 associated
pulmonary aspergillosis (y-axis) and the indicated clinical covariates (x-axis).
For each combination and cell, Odds ratio (OR, upper number) and p-value
code (from a two-sided Fisher's exact test) are depicted. Cells are colored by p-
value and the sign of log(OR). (B) WHO disease severity, hours of mechanical
ventilation and days treated in an ICU according to CAPA status. In boxplots,
the box ranges from Q1 (the first quartile) to Q3 (the third quartile) of the
distribution and the range represents the IQR (interquartile range). The
median is indicated by a dashed line across the box. The “whiskers” on box
plots extend from Q1 and Q3 to 1.5 the IQR. Unless otherwise specified, p-
values are derived from two-tailed Mann-Whitney-U tests. ***p <=0.001; ** p
<=0.01; * p <= 0.05; ns, not significant.



Erys/g
Lachnospiraceae ND3007 group

Eubacterium coprostanoh%’enes

Lachnospiraceae NK4A136 group

Actmomyces L]
elotrichaceae UCG-003
ubacterium hallii group
Sutterella

Supplementary Figure 2

8

12 16 24

35

42

50

days
since
admission

Granulicatella

Ruminococcus
Lachnospira
Bifidobacterium
roup
onoglobus

Anaerovoracaceae
Fusicatenibacter
Escherichia
Butym:lmonas
Clostridia UCG-014

Enterococcus
Staphylococcus

Richness

80 - ns oxx T
60 - 1
c
o o 80 - —
260 » 50 -
— 0
o é -]
2 S 40 A © 60
® 40 ~ © =
c 830 A @ -
8 g %40 b
< 20 A ® 90 -
© 20 o
- [
%) P 20 -
0 1 D 10 | o
: : 01— 0 . T
non-CAPA CAPA ED LD ED LD
&
E Ng \QQ ‘,500 *k
< v &‘o N S N
4 I Zz .8 J % @
> 5 o S & £ NS
& FESLE F S L XS
& & 9L g e &EF
late |00 | 25 | 42 06 05 87 | |31 |03 |48 |05
disease 0.07 ns ns ns ns  0.06 ns ns ns
Antibiotic Rx Antimycotic Rx Fecal collection

Supplementary Figure 2. (A) Heatmap representing quantile normalized
abundance measures for the indicated genera and species richness (y-axis)
ordered according to the time passed since hospital admission (x-axis). (B)
Shannon effective number as a measure of alpha diversity among stool
samples from COVID-19 patients with or without CAPA (C) Days since
admission to the hospital according to COVID-19 disease stage (ED, early
disease vs. LD, late disease) (D) Days spent in the ICU for patients with early
and late COVID-19 disease (ED, early disease vs. LD, late disease) (E)
Association of antibiotic and antimycotic treatments, feeding type and stool
collection method (x-axis) and late COVID-19 disease. For each combination
and cell, Odds ratio (OR, upper number) and p-value code (from a two-sided
Fisher's exact test) are depicted. Cells are colored by p-value and the sign of
log(OR). (F) Richness among microbial stool samples in early vs. late COVID-
19 disease. In boxplots, the box ranges from Q1 (the first quartile) to Q3 (the
third quartile) of the distribution and the range represents the IQR
(interquartile range). The median is indicated by a dashed line across the box.
The “whiskers” on box plots extend from Q1 and Q3 to 1.5 the IQR. Unless
otherwise specified, p-values are derived from two-tailed Mann-Whitney-U
tests. ***p <=0.001; ** p <=0.01; * p <= 0.05; ns, not significant.



