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Figure 3.Schematic illustration of deletion and confirmation of A. guana mutants. (A) Strategy for homologous 
recombination of A. guana for AG04914 (AGMFS) gene disruption using a hph gene as selectable marker. (B) 
Scheme of the destruction of the AG04326 (AGpyrG) locus in the parental strain A. guana by homologous 

recombination yielding a AG04326 (AGpyrG) deletion strain. (C) Diagnostic PCR to identify the AG04914 

(AGMFS) mutant with three primer pairs. (D) Diagnostic PCR to identify the AGpyrG mutant with two primer 
pairs (P1 and P2).  
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Figure S1. Construction of deletion cassette of AG04914 (AGMFS) by Double-joint PCR. (A) Upstream and 

downstream of the target genes AG04914 (AGMFS) were amplified from genomic DNA of A. guana LC5815 

using designated primers, respectively (Table 2). The hph marker fragment were amplified from pAG1-H3 using 

appropriate primers in Table 2. (B) These three purified PCR fragments of AG04914 (AGMFS) and hph marker 

fragment were purified were assembled to yield the AG04914 (AGMFS) deletion cassette.  

 

 

 

Figure S2. Diagnostic PCR to identify the AG04914 (AGMFS) mutant with three primer pairs. 
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Figure S3. Construction of deletion cassette of AG04326 (AGpyrG) by Single-joint PCR. (A) Upstream and 

downstream of the target genes AG04914 (AGMFS) were amplified from genomic DNA of A. guana LC5815 using 

designated primers, respectively (Table 2). (B) Two purified PCR fragments of AG04326 (AGpyrG) were purified 

and assembled to yield the AG04326 (AGpyrG) deletion cassette.  

 

 

 
Figure S4. Diagnostic PCR to identify the AG04326 (AGpyrG) mutant with two primer pairs. 
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