Table S1. Paired primers used in this paper.

Primer Paired sequences (5'-3") Purpose
Msn2-LF gacggccagtgecaagctt CGAGTGAGACAAGCGTGGAG
Msn2-LR cggatccctegagtctagaCATTATGGGAAGATGGATTAGC MaMsn2 disruption
Msn2-RF gctggecgeccatgggatatct GTCACCCAGCCCTCCCTCAA mutant construction
Msn2-RR atgacatgattacgaattcCCCAAGCATCCTCGGCAAAT
CP-Msn2-LF gacggcecagtgecaagctCGAGTGAGACAAGCGTGGAG
CP-Msn2-LR ccatggeggecgggagcal TCAAAACGCTTTCGCTTCT Complementation
CP-Msn2-RF cgttggcacgtegacgatGTCACCCAGCCCTCCCTCAA for AMaMsn2
CP-Msn2-RR atgacatgattacgaatt CCCAAGCATCCTCGGCAAAT
Msn2-ProbeF CACCACTCACCATCCTCCAT Probe for Southern
Msn3-ProbeR TCCCAAAGTTGCCTCCAC blot
Msn2pLF gacggccagtgeccaagct AGGCCAGAGAGTGCGCTG
Msn2pLR cggatccctcgagtctagGAATCTACAACACGATACG Knockout for
Msn2pLF gctegccgeccatgegatatc GTCACCCAGCCCTCCCTCAA MaMsn2"%
Msn2pLR atgacatgattacgaattc CCCAAGCATCCTCGGCAAAT
HDF1 gacggccagtgccaagctCTCATCTCCATCTCTCACC
HDR1 AACAACTTGATTTTGGCTCGTCTTTGTCTTTTCTGGTTCTTC
GAAGAACCAGAAAAGACAAAGACGAGCCAAAATCAAGTTG
HDF2 T Knockout for
MaH P
HDR2 cggatccctcgagtctagTCACGTAGGATGCGCAAC
HDRF gctggecgeccatgggat TTCGTTCCCAGTCTAGTGG
HDRR atgacatgattacgaattCACAAGTATGAACCAAGTCC
Msn2-oesur-F tacacacacgcaaatctaga ATGGACTCAAACACGATGCC

Msn2-oesur-R

ctcaccatactagtctcgagTTCAAAACGCTTTCGCTTCTTC

Overexpressing

MaMsn2 in AMaH1

qF-MedA

GTCTTGTCAGCCAATGTCGG

qR-MedA

CCAATAGTTGCGGAGCGTCTA

RT-qPCR for

detection




qF-StuA CCAGGTAATCCAGGCGTAGG
qR-StuA TGAGAAGCAGAAGCACCATACA
gF-Shol TCGGTGTTGTAGTGGTGGTC
qR-Shol GGTGTTGAAGAAGGCGTTGAG
qF-Som1 AAGGACGGAAAGAGTGGCAA
qR-Som1 TGAGTGTGAGCGACATATTGGT
qF-abaA AAGAAGAGCAGGAGTCATTCAAGT
qR-abaA GAGCATCGTAGGCAACATCATC
qF-MaH1 TTGGCGACTTCACAGAGGAT
qR-MaH1 GACACAGGAGCAGACACAGA
qF-MaMsn2 GGGTCATCCGTTGTTTCCTTG

qR-MaMsn2

TTATCCGCAGCAGCAGTGTT

conidiation-related

genes




