Supplemental Figures and Tables

Table S1. Clinical features of the enrolled patients, immunological parameters (CAGTA IgA, ASCA,
PANCA and S100A8) of the vaginal fluids and protein extracts, and subsets of tests matched to patient
samples. Data points in red indicate that the values are below the detection limit of the kit. pANCA
data from PEs are expressed in pg/ug of total protein. Yellow coded: first group of samples used for
antibodies and S100A8 assessment only in VF. Blue coded: second group of samples, some of which
were used for different determinations (RNA extraction from cellular fraction and antibody
assessment in parallel in VF and PE). Green coded: clinical samples from patients first described in
Pericolini et al. 2018 (1) and further analyzed here. Abbreviations: n.a.: data not available; N: no; Y:

yes.
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1.  Pericolini E, Perito S, Castagnoli A, Gabrielli E, Mencacci A, Blasi E, Vecchiarelli A, Wheeler RT. 2018.
Epitope unmasking in vulvovaginal candidiasis is associated with hyphal growth and neutrophilic
infiltration. PLoS One 13:e0201436.

Table S2. Primers used for real-time PCR analysis.

-h-MPO FWD: 5-TTT GAC AAC CTG CAC GAT GAC-3
-h-MPO REV: 5'-CGG TTG TGC TCC CGA AGT AA-3'
-h-CD11b FWD: 5-GAT CCA ACC TAC GGC AGC AG-3'
-h-CD11b REV: 5-ATC CGC CGA AAG TCA TGT GG-3'
-h-GADPH FWD: 5'-CGG ATT TGG TCG TAT TGG G-3'
-h-CD11b REV: 5'-CTC GCT CCT GGA AGA TGG-3'

Table S3. Clinical features of the healthy non-colonized enrolled women, and immunological
parameters (CAGTA IgA, ASCA, pANCA and S100A8) of the VF. Data points in red indicate that the
values are below the detection limit of the kit. Abbreviations: n.a.: data not available; N: no; Y: yes.



Patient status, microbiology and pH ASCA in VF (U/ml) PANCA IgG s10088
Clinical PMN | patient ID| Fungal species | CAGTAIgA | Bacteria | Lactobacilli | Co-infection | Pregnanc H 1A 186 VE (pg/ml) | PE (pg/ug) | (P&/mi)
condition _| Infiltration ea sp ® Enancy P ® ® P pe/ue
SP-2894 none + + + none N 4 0.5 0 177.6 n.a. 422.6
SP-6653 none - - - none N 7 022 0 0 na. 205
SP-2378 none 5 - - G. vaginalis N na 16 0 1058.3 na. 4343
SP4652 none - n.a. + n.a. N n.a. 0 0 1770.1 n.a. 363
non-Colonized None SP-0995 none - n.a. + n.a. N n.a. 0 0 2069.6 n.a 279.8
SP-6878 none - n.a. + n.a. N 4 23 0 0 n.a. 0
SP-8270 none - n.a. + n.a. N n.a. ] 0 1837.8 n.a. 6.5
SP-7261 none - + + none Y 4 0 0.39 109 n.a. 418.4
SP-8031 none - + + none Y n.a. 0 0 183.7 n.a. 63.2
Key [Red numbers: values below the cut-off level of detection ]VF: vaginal fluids |
[n.a.: data not available for this sample |PE: protein extracts |
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Figure S1. ASCA IgA determination. A: Pie charts of ASCA IgA in positive (magenta) and negative
(black) samples from vaginal fluids (VF) of VVC and colonized women. B: Mean + SEM of ASCA IgA
(U/mL) in vaginal fluids (VF) from VVC and colonized women.
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Figure S2. Pearson’s correlation graphs of pANCA IgG levels in VF or PEs of VVC and colonized
women. Values of pANCA IgG in VF and PEs from VVC (A) and colonized (B) women were analyzed
by simple linear regression. R squared (r?) and p values are reported in the graphs.



