
 

Supplementary Figure 1: CpALS4790 and CpALS0660 PCR screening of recombinant clones. (a) Correct 

integration of the SAT1-flipper cassette in CpALS4790 locus was performed using primers ZOP2F/CpALS6ER, 

yielding a PCR product of 1,3 Kb. Figure shows a representative gel obtained when CpALS4790KOC strain 

was used as template. M: 1 Kb Gene-ruler marker (Thermo Scientific); 1: CpALS4790KOC; NC: Negative 

control. (b) Correct integration of the SAT1-flipper cassette in CpALS0660 locus was performed using primers 

CpALS10EF/But237, yielding a PCR product of 2,2 Kb. Figure shows a representative gel obtained when 

CpALS0660KOC strain was used as template. M: 1 Kb Gene-ruler marker (Thermo Scientific); 1: 

CpALS0660KOC; NC: Negative control. (c) Amplification of the CpALS4790 locus with primers 

CpALS4790EF/CpALS4790ER of 1,4 Kb in CpALS4790KO. M: 1 Kb Gene-ruler marker (Thermo Scientific); 1: 

ATCC 22019; 2: CpALS4790KO; NC: negative control. (d) Amplification of the CpALS0660 locus with primers 

CpALS0660EF/HOM10DWR generated a fragment of 4,6 Kb in ATCC 22019 and two fragments of 1,6 Kb and 



2,1 Kb in CpALS0660KO mutant strain. M: 1 Kb Gene-ruler marker (Thermo Scientific); 1: CpALS0660KO; 2: 

ATCC 22019; NC: negative control. 

 

Table S1: C. parapsilosis strains used and generated in this study. 

Strain name Parent Genotype 

ATCC 22019 (WT) / C. parapsilosis parental strain 

CpALS4790HC ATCC 22019 CpALS4790/cpALS4790Δ::SAT1-FLP 

CpALS4790H CpALS4790HC CpALS4790/cpALS4790Δ::FRT 

CpALS4790KOC CpALS4790H cpALS4790Δ::SAT1-FLP/cpALS4790Δ::FRT 

CpALS4790KO CpALS4790KOC cpALS4790Δ::FRT/ cpALS4790Δ::FRT 

CpALS0660HC ATCC 22019 CpALS0660/cpALS0660Δ::SAT1-FLP 

CpALS0660H CpALS0660HC CpALS0660/cpALS0660Δ::FRT 

CpALS0660KOC CpALS0660H cpALS0660Δ::SAT1-FLP/cpALS0660Δ::FRT 

CpALS0660KO CpALS0660KOC cpALS0660Δ::FRT/cpALS0660Δ::FRT 

 

 

 

Table S2: Primers used in this study. 

Primer name Sequence (5’  3’) Usage 

Primer used for the amplification of homology regions 

HOM6UPF* TATCGGGCCCCAAAACAGTACACGAGAAAG 
Upstream homology region of 

CpALS4790 

HOM6UPR* CATACTCGAGATGTTCCTGTTGCTTCCATA 
Upstream homology region of 

CpALS4790 

HOM6DWF* TACTCCGCGGGCGGCGTCAAACACAGAATC 
Downstream homology region of 

CpALS4790 

HOM6DWR* TATAGAGCTCGCCCCTGTCTGTGATTGAACG 
Downstream homology region of 

CpALS4790 

HOM10UPF* ATAAGGGCCCGATTTCCAAAGCGTCATTGC 
Upstream homology region of 

CpALS0660 

HOM10UPR* GATCCTCGAGATGAAGGTGCCAGGTTTTTG 
Upstream homology region of 

CpALS0660 

HOM10UPF1* ATAAGGGCCCAGAGACATTGCTTGACGGCA 
Upstream homology region of 

CpALS0660 (internal cassette) 

HOM10UPR1* GATCCTCGAGCCAGCAGCATTTGTGCTTG 
Upstream homology region of 

CpALS0660 (internal cassette) 

HOM10DWF* TATTCCGCGGCCCAAGCATACAACAACAAC 
Downstream homology region of 

CpALS0660 

HOM10DWR* GTCCGAGCTCAAAATGGTACAAGTGGAGGA 
Downstream homology region of 

CpALS0660 

Primer used for screening of the mutant collection 

CpALS6EF CATAACACACATTTCCATAG 

CpALS4790 external primer for the 

upstream correct integration of the 

disruption cassette 

CpALS6ER CTTGAGGGCTTCGTCTACGC 

CpALS4790 external primer for the 

downstream correct integration of 

the disruption cassette 



CpALS10EF GAGATTGCGTTTACATCGTGCT 

CpALS0660 external primer for the 

upstream correct integration of the 

disruption cassette 

CpALS10ER AAAATGGTACAAGTGGAGGA 

CpALS0660 external primer for the 

downstream correct integration of 

the disruption cassette 

ZOP2F TCTGATGAAGACTCTGCTTGC  SAT1-flipper cassette internal primer  

But237 [1] GCTGTTCCGTTATGTGTAATCATCC  SAT1-flipper cassette internal primer  

Primer used for RT-qPCR analysis 

ACT1F AGTGTGACTTGGATGTCAGAAAGGAATTGT  Actin primer for qRT-PCR  

ACT1R ACAGAGTATTTTCTTTCTGGTGGAGCA  Actin primer for qRT-PCR  

CPAG_05314 F  GGGATCAGCAAATTCTGTCGA  CpALS0660 primer for qRT-PCR  

CPAG_05314 R  CCAGCGGTAAAACATTGGGA  CpALS0660 primer for qRT-PCR  

CPAG_00368 F  TGTCCTCGACAACTCCAGCTT  CpALS4770 primer for qRT-PCR  

CPAG_00368 R  GGTTCTAAAATGGGTGGAATGG  CpALS4770 primer for qRT-PCR  

CPAG_05056 F AAAGTCACCACCACCGAGGTT  CpALS4800 primer for qRT-PCR 

CPAG_05056 R  CGGCGCAGATGTGCTAATG  CpALS4800 primer for qRT-PCR 

CPAG_05054 F  TCGAGTTCCTAATGGTGCAG  CpALS4790 primer for qRT-PCR 

CPAG_05054 R  CCTTCTTCACCCCAGTTTTG  CpALS4790 primer for qRT-PCR 

CPAG_00369F  AACGTCCAACAGGTCAAGTG  CpALS4780 primer for qRT-PCR 

CPAG_00369R  CTCCCCATTTTATTGATTGTGAG  CpALS4780 primer for qRT-PCR 

*Restriction sites are highlighted in bold. 
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