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Statistics of Read Pairs Alignment on Restriction Fragmentsa b

Type  Reads number  
Valid interaction pairs  308,696,243  
Valid interaction pairs FF  76,461,667  
Valid interaction pairs RR  76,939,188  
Valid interaction pairs RF  75,869,522  
Valid interaction pairs FR  79,425,866  
Dangling end pairs  74,339,487  
Religation pairs  2,697,140  
Self- Cycle pairs 3,060,122  
Dumped pairs  48,361,073  

 


