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Supplementary Figure S1 Protein sequence alignments of SWI3B from bread wheat (Ta), Triticum urartu (Tu), Aegilops
tauschii (At) Brachypodium distachyon (Bd), barley (Hv), maize (Zm), rice (Os).

TaSRIZB-6A : ATGGCCACACCGOCGGCTCCGETGOCC A A G A DO DA GO O A GO OGP AC O T AR ACC G AT OO C T OB CTCCACCTC 60O GO ACC OO GOCEOAGTCOOCOCETCEOACCCCCACCCRAGCACTERATE < 200
TaSWI3B-6B : ATGGCCACACCGCCGGCTCCGGTG GTCACCETTC) CCCACCOTTCT GCCCCCETCCACTGOCGETACCCTARAGAC cca GGAGTCGCCGOCETGEEAGCCTCAGECGAGGACTCAT 200
TaSWIIB-€0 : ATGGCCACACCGUUGGCTCCGETEN! OO TG OGCAGTCACTo T T ARG EECCACCCTTC T T AR O CC e TE CAC TGO GG TACCC TCARGAC GG ARATCCC T L GoC IO T AL TCG 6 TaUCATCRCEGCCEGAATOGCCECURTGGGAGTCGCAGCCRAGGACTEATE ¢ 200

TaSWIIB-62
TasWI3B-6B
TaSWI3B-6D

TCATCACCETCCCTAGCTAC! ceT
CGTCATCACCGTCCCTAGCTACGCAGEETGETTCTCCTACGACA
GCRCGTCATCACCGTACCTAGCTACTCAGGGTGGTTCTCC

GTTGCCGEAGTTCTTCEAAGGGEARETCACEECCETCTCTGEETCOCEE
TCTTCGARGGGEAGETCRCEECCGTGTCTGGETCCCGE
TTCGAAGGEGAGETCGCEECCETATCTGOGTCCCEEEE0CCGEAN

CoEAAECCTACAAGTACTACCEC AACACCCTCETCARGAGETTCCOCECARGACCAG:
GCCCGRAGGCCT? ACTACCGCAACACCCTCGTCA ToC coAG

CECCGECTCACGCTCA
CGECEGCTCACGCTCA
CCTACAAGTACTACCGCARCACCCTCGTCANGAGETTCCGGECANGGCCAGCGCGECEECTCACGOTC:

ATCAGCGACACGEAGCEOTG!
G B
ACGACAGCATCAGCGACACGENGCGCCE

Fragment chosen for RT-qPCR

TaSWI3B-6A : CCGAGE
TaswWIIB-6B
TaSWIIB-ED

AGGCGGGGOCT TATCGGCGACGTTGGCTCTGTGE
R A TGO T IO T ECUaT TG T T TRACT IS
CGACGTTGECTCTGTGCECCETETETTTEACT TCCTEEAGEAATG

COTGG IGGGGECTCATCARCCATGGTGETCCCCCGE: TCTCAGT
CARCCAT! ;Tsc-:cTsmcrr, A A AR A ACAA LA LA GG ACECCACCACTICTCAGTOT T
CTCATCAACCATG TGCGEECGARCCAGGEEAAAGACARGAGEGAGCAGECGACGACTTC

TCATTGCCTGECTGGACCARCCACACCCANGRAGCTS
ATTLCCTRCCLLRCTAACCACACCAAGARECTC
S CecAnCARCCTE

TaSWIIB-6A : TGIGTAGGGTGCCGCAGCGTCTGCGECTCTGCCTATTTCACCTGCGA ATAAGCATATGT! T GC T GG AL AT (G T aT T T ACT L CAGCEGACTT CAR GAAAGT T GAAAT TAG
TaTRIIB-G8 § TaTOTMGITACREENI IO OaOTo T N TA T oA o N EAN GG SEATA TARGOREATEE U EA AT rT T GGCAACTATCGGECTG!
TaSWIIB-6D : TGIGTAGCCTGCCGCAGCCTCTEOGECTCTGOCTATTTCACCTECCAGAAGECGCATATAAGCATATCTTCTAGATCTTTTCTECCTCCCAACTATCGR!

CAGATTGGRCAGA! AAACTCTTCACCTACTTGAGECTGTCTT
o A
TCTTACTCCAGCGEACTTCAAGAAACT TCAAAT T ACCCANGACCCCAAATCAGATTCCACAGACARCGARACTCTTCACCTACTIGAGGCTETCTT

LA ACACATCCCARACCGACTCCCTCTCACAC
TACTAATGAATCTAGAG!
ATGATGTTAATARTGAATCTAGAGCAGAGA: 1-._ \..\!ilLuA

TasWIIB-6A : A ARG AACAC TG AT T CCTACACTOAT LA TTATAT I TG
TaSWI3B-6B GGA) 7 CTGCATTGCTAGACTCATCOGATTATCTTTTCEAGA!
TaSWIIB-6D : GACTG TATCTITTGGAGAACAGTTCATGGGATCCH

ACAGTTCATGGGATCCAAGGAGCAGARAATGGAGT ITGAGATIGATGATS
CCAAG \ARRTGGAGTTTGAGATTGATGATGA
\AGGAGCAGAARRTGGAGTTTGAGATTGAT!

CATTGCTAGACTCA

CCGR!

TaASWIZB-EA
TaSWIIB-6B
TasWIIB-6D

TGECAGATGE, Aac.‘ M'—:La;w,\ﬂ
TGscs;aT-_-:am:m.”rs:rT.

GCTCAGGTCGCETTCTTCTCGGCRRT
GCTCAGGTCGCCTTCTTC!
GG TCAGETOGCETTCTTETCRGC:

J\Af. AGCTATTTCTGOACARTCCCAGGTTGATATGAATGACAGCCA
TTCATATCARTCACAGCCAC

ACTGATTCTCCANTCAGCAGCACTARAGAAGRAG o
ATTCICCANTCACCAGCACTARAG: = TCTTCTTACACTAAT

TaSWIIB-6A : ACAGCCAACGATTTACTCAAAGE
TASWIIB-6B : TCAGCCAACGATTTACTCAARGAGGCATCCACARATEC:
TaSWI3B-6D : TCAGCCAACGATTTACTCAAAGAG

GCAATCTTTATCGGCTAT?

TCGATGTCCAGATGARGGAAATCCAGGATARGATAAGCCETTTTCAG
GGACGTCCAGATGRRGGARATCCAGGATAR AGCCGTTT: GARRGAGC!
GATGTCCAGATGAAGGARATCCAGGATARGATAAGCCGTTTTGAGCAGARAGAG

AGCTTCATCACTTACGGGAACTGCT : 1385
TCCATCACTTACGGGRACTGCT : 1376
“ATCACTTACGGGAACTGCT : 1388

CARTCTTTATCGGCCAT:
AGCAMARRGATATAGAGCARTCTTTATCGGCCATAG

Fragment chosen for BSMV-VIGS

TaSWIE-6A :
TaswWIIB-€B
TaSWI3B-6D

GGTTGTGH
TTETGCA
TGTCCAGCATCAGC

CCGAARCCTATTATCACCATGAGTTAA

GARCARGEA CCGARACCTATTATCAC TAA
= TTATCAC

emacceecT

Supplementary Figure S2 Alignment of nucleotide sequences at the coding regions of allelic TaSWI3B-6A, TaSWI3B-6B, and
TaSWI3B-6D genes. Regions chosen for the RT-qPCR and BSMV-VIGS are underlined in blue and green, respectively.
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Supplementary Figure S3 RT-qPCR analysis of TaSWI3B expression levels in wheat leaves under B.g. tritici infection.

Al

Genomic Location Overlapping Gene(s] Length P WD
204 ! 100.0
204 18; 95
204 188 %0
98 98 100.0
08 94 9.0
% 9 6e 5.0
2 8 00.0
21 8 100.0
21 B 100.0
21 8 100.0
21 - 1000
21 0.8: 100.0
21 8 100.0
21 & 100.0
21 8 1000
21 8 100.0
2 0.8: %0
1 0.84 100.0
1 024 100.0
4 3 958
20 3 100.0
20 3 100
20 3 100.0
20 33 100.0
20 33 100.0
20 3 100.0
20 3 100.0
2 100.0
Forwarg 20 20 33 100.0

Supplementary Figure S4 Whole genome searching of allohexaploid bread wheat using the fragments chosen for
TaSWI3B silencing by BSMV-VIGS method in this study.



BSMV-TaSWi3

Supplementary Figure S5 Powdery mildew microcolony formation on wheat plants infected with BSMV-y and
BSMV-TaSWI3B. Bar, 150 pm.



