
 

Supplementary Figure S1 Protein sequence alignments of SWI3B from bread wheat (Ta), Triticum urartu (Tu), Aegilops 
tauschii (At) Brachypodium distachyon (Bd), barley (Hv), maize (Zm), rice (Os).  

 

 

 

 

Supplementary Figure S2 Alignment of nucleotide sequences at the coding regions of allelic TaSWI3B-6A, TaSWI3B-6B, and 
TaSWI3B-6D genes. Regions chosen for the RT-qPCR and BSMV-VIGS are underlined in blue and green, respectively. 

 



 

Supplementary Figure S3 RT-qPCR analysis of TaSWI3B expression levels in wheat leaves under B.g. tritici infection.  

 

 

 

Supplementary Figure S4 Whole genome searching of allohexaploid bread wheat using the fragments chosen for 
TaSWI3B silencing by BSMV-VIGS method in this study. 

 



 

Supplementary Figure S5 Powdery mildew microcolony formation on wheat plants infected with BSMV-γ and 
BSMV-TaSWI3B. Bar, 150 μm.  

 


