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1 Supplementary Tables

Table S1. Real-time PCR Primers.

Primers Name Direction 2 Sequence (5 —3') Accession Number
[-actin F GCTCTTTTCCAGCCTTCCTT NM_007393.5
R GATGTCAACGTCACACIT
IL1B F TGCCACCTTTTGACAGTGATG NM_008361.4
R AAGGTCCACGGGAAAGACAC
IL6 F TTCCATCCAGTTGCCTTCTT NM_001314054.1
R CAGAATTGCCATTGCACAAC
1IL8 F CGGCAATGAAGCTTCTGTAT NM_011339.2
R CCTTGAAACTCTTTGCCTCA
TNF-a F ACGGCATGGATCTCAAAGAC XM_006504297.5
R AGATAGCAAATCGGCTGACG

aF =forward; R =reverse.



2 Supplementary Figures

Manual run 7:10_UV1_280nm  — — — — Manual run 7:10_Inject

1400
1200
1000
800

600

|
|
|
|
|
|
|
|
400 |
|
|
|
|
|
|
|
|
|

0 20 40 60 80 100 120 ml

Figure S1. Purification of Z. morio hemolymph by liquid chromatography. Antibacterial protein was
filtered by GE Superdex 100 pg chromatography column through liquid chromatography. According to
the elution time, a total of 8 eluents were collected and 6 peaks were observed. Then we collected the
eluents and freeze-dried it for in vitro antibacterial test. The eluents in tubes 5 and 6 contained

antibacterial protein components.
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Figure S2. Analysis of main antimicrobial proteins in Z. morio hemolymph by shotgun proteomics. Red

peak represents unimmunized Z. morio hemolymph protein samples, black peak represents molecular

sieve preparation for liquid chromatography purification component samples.
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Figure S3. Trends of wound area temperature and body weight of mice in 11 days after thermal injury
infection under different treatments. (a) Local body surface temperature of thermal injury infection
wound in mice. (b) Body weight changes of mice in each group after thermal injury infection. Mean values
at the same time point without a common superscript (a, b, c) differ significantly (P < 0.05; Tukey’s test),

and the data are expressed as the mean + standard error of the mean (SEM), n=6.
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Figure S4. The number of inflammatory cells in the epidermis and dermis of normal saline, erythromycin
treatment and hemolymph treatment groups on the 3rd, 5th and 7th day were counted under the
microscope. Mean values at the same time point without a common superscript (a, b) differ significantly

(P <0.05; Tukey’s test), and the data are expressed as the mean + standard error of the mean (SEM), n=4.



