5ILTV.233F
HQ630064_Clade_I_Serva
JN580312_Clade II_TCO-IVAC
JX646898_Clade III Class_2_ V1-
JX646899 Clade III_Class_4_CSW

(a)

KR822401_Clade_III Class_10
JN596962_Clade IV_Class_1_SA2
JN596963_Clade IV_Class_1_ A20

CCGACTTTCGCCGCGTTGTACT

Freq.
SILTV.233F
171/172 MNO73052
1/172 MN073053

(b)

60RT.467R

AJ748732.G
CP003283.DSM15997.A
NC.018016.DSM15997.A
CP006828 .ORTUMNSS8 .A
AXDE01000007.H06030791.A

NZ.CP006828 .ORTUMN8S8.A

NZ.RJJK01000008.LMG18861.K
NZ.RJJJ01000014.LMG18856.F
NZ.RJJL01000007.LMG19032.M

NZ.AXDE01000007.H06030791.A

SILTV.233R
231/235 MNO73052 —==.....cccecccccoscdececs
5ILTV.233R 4/235 1L36139 BARCCG : o0 siviase sl wsieis’s
HQ630064_Clade_I_Serva o
JN580312_Clade II_TCO-IVAC
JX646898_Clade III Class_2_V1-
JX646899_ Clade_III_Class_4_CSW
KR822401_Clade_III Class_10
JN596962_Clade IV_Class_1_SA2
JN596963_Clade_IV_Class_1_A20
60RT.467F AGCGGTGGAGGTGCTAGCCAAT
AJT48732.G e
CP003283.DSM15997.A ... ... Freq.
NC.018016.DSM15997.A ... ..... ...t 60RT.467F
CP006828.0ORTUMNS88.A ...........uuunnnnnnn. 14/18 AJ748732
AXDE01000007.HO06030791.A ... .. ... ininiennnnnnnn 118 CP094846
NZ.AXDE01000007 .HO6030791.A . ..........covvuuuunnn 1/18 N2Z_RJJJ01000014
NZ.CP006828 .ORTUMNBS .A ....ererenenennnnnn. 1/18 C€P035107
NZ.RJJKO1000008 .LMGL8861.K  ................ Ao.... 1/18  Nz_RJJL01000007 [M]
NZ.RJJJ01000014.1LMG18856.F  ....... Arsi 5 + 5w ([ Sgep—
NZ.RJJL01000007.1LMG19032.M  ———..... CAA......... GC
60RT.467R
15/18 AJ748732

NzZ_RJJJ01000014
NZ_JALKCQ010000003
CP035107

Alignment of binding

sites for

primers

5SILTV.233F/5ILTV.233R  (a)

and

60ORT.467F/60RT.467R (b). Only unique sequences were retained. Boxes indicate the
first 5 nucleotides of the 3" end of each primer. The fractions preceding each primer
indicates number of particular sequences out of the homologous sequences available
in GenBank. For ILTV primers, the total number of sequences in the alignment with
forward (n = 172) and reverse (n = 235) primers differed due to partial sequences
included mainly the 3’ fragment. Letters G, A, K, F, M at the end of ORT name

indicated serotypes.

Figure S1. alignment of primers.




