Supplementary Table S4.

The expression levels of DERGs in the normal and KIRC tissues.

ID CSNK1E GNA11l KLF9 THRAP3  Type

TCGA-B2-5641-11A-01R-1541-07  8.200851 23.28076  18.87007 40.91592 Normal
TCGA-CZ-5467-11A-01R-1503-07  7.98131  20.10002  40.11176 33.56335 Normal
TCGA-B8-5552-11A-01R-1672-07  8.276639 9.74039 35.46106 45.2991 Normal
TCGA-CZ-5455-11A-01R-1503-07  6.249228 16.52085  50.46896 36.04836  Normal
TCGA-CZ-5470-11A-01R-1503-07  7.287639 17.77508  17.56212 35.64925 Normal
TCGA-CJ-5676-11A-01R-1541-07  8.468139 14.85968  44.5875 23.23294 Normal
TCGA-CW-5580-11A-02R-1672-07 8.5812 18.9083 75.24529 36.56068 Normal
TCGA-B8-5549-11A-01R-1541-07  7.760626 20.28663  58.84236 47.64966 Normal
TCGA-CZ-4865-11A-01R-1503-07  7.869122 17.85927  25.09362 37.30003 Normal
TCGA-B0-5706-11A-01R-1541-07  10.17434 16.26611  47.74736 35.38681 Normal
TCGA-B0-5690-11A-01R-1541-07  5.973464 19.5202 18.78483 35.09357 Normal
TCGA-B8-4620-11A-01R-1758-07  9.579846 16.47719  54.80563 25.69752 Normal
TCGA-CZ-5457-11A-01R-1503-07  7.588912 20.56985  23.50573 39.20399 Normal
TCGA-CJ-5672-11A-01R-1541-07  7.74994  20.3557 31.22516 40.3813 Normal
TCGA-B0-5691-11A-01R-1541-07  7.111735 16.27085  56.90067 35.06788 Normal
TCGA-B0-5699-11A-01R-1541-07  5.779695 18.76377  43.44504 31.01661 Normal
TCGA-CZ-5468-11A-01R-1503-07  8.820951 24.90771  16.60595 34.50163 Normal
TCGA-CZ-5462-11A-01R-1503-07 5.966119 18.20965  14.74808 36.45577 Normal
TCGA-B0-5697-11A-01R-1541-07  6.630032 21.54022  31.28429 33.4257 Normal
TCGA-B0-5694-11A-01R-1541-07  9.455183 19.37598  26.48585 32.23407 Normal
TCGA-CZ-5461-11A-01R-1503-07  6.627021 14.17403  38.9154  36.39342 Normal
TCGA-B0-5696-11A-01R-1541-07  5.968307 18.23352  23.23076 33.34777 Normal
TCGA-B0-5705-11A-01R-1541-07  7.035853 16.31953  50.13819 33.06134 Normal
TCGA-CZ-5988-11A-01R-1672-07  5.951665 11.89319  51.33695 28.88932 Normal
TCGA-CZ-5984-11A-01R-1672-07  6.833934 17.62346  32.65224 28.47548 Normal
TCGA-B0-5402-11A-01R-1503-07  8.500569 16.29583  58.26614 28.23122 Normal
TCGA-CZ-5458-11A-01R-1503-07  8.564627 18.49879  65.86105 35.41113 Normal
TCGA-CZ-5469-11A-01R-1503-07  8.939133 16.847 53.27463 45.65748 Normal
TCGA-CZ-5454-11A-01R-1503-07  9.948152 16.73254  62.01754 40.55651 Normal
TCGA-CZ-5463-11A-01R-1503-07  7.51625  21.59393  43.41948 38.98843 Normal
TCGA-CJ-5681-11A-01R-1541-07  8.964407 17.96202  28.26156 31.13927 Normal
TCGA-CZ-4863-11A-01R-1503-07  6.672285 15.05836  17.14297 34.9168 Normal
TCGA-A3-3387-11A-01R-1541-07  4.401566 12.16573  47.4038 18.87129 Normal
TCGA-B2-5636-11A-01R-1541-07  6.512236 17.28266  17.78836 31.4014 Normal
TCGA-CZ-5986-11A-01R-1672-07  7.038358 13.49542  29.3083  30.8523 Normal
TCGA-CJ-5689-11A-01R-1541-07  10.94515 19.81258  32.02372 38.69643 Normal
TCGA-B0-5711-11A-01R-1672-07  7.529855 15.997 31.94432 40.35073  Normal
TCGA-CW-5585-11A-01R-1541-07 6.517995 19.38217  41.31248 29.64985 Normal
TCGA-CZ-5451-11A-01R-1503-07  5.759695 17.29177  45.22948 28.97114 Normal
TCGA-CZ-5982-11A-01R-1672-07  4.235611 14.5637 54.37833 25.21369 Normal
TCGA-CZ-5465-11A-01R-1503-07  8.542989 21.43844  22.30703 40.08595 Normal
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