Enhancing the anaerobic biodegradation of petroleum hydro-
carbons in soils with electrically conductive materials
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Table S1. — Composition of the mineral medium used for the study.

Minerals
Compound Concentration (g/L)
NH.4Cl 0.5
MgClz x 6H20 0.1
CaCl2 x 2H>O 0.05
KoHPO4 04
Trace metals
Compound Concentration (mg/L)
Nitrilotriacetic acid 45
FeSOs x 7TH20 0.556
MnSOs x H20 0.086
CoCl2 x 6H20 0.17
ZnSOs4 x 7H20 0.21
HsBO:s 0.019
NiCl 0.02
Na>MoOs 0.01
Vitamins
Compound Concentration (mg/L)
Biotin (B7) 0.02
Folic acid (B9) 0.02
Pyridoxine (B6) 0.1
Thiamine (B1) 0.05
Riboflavin (B2) 0.05
Nicotinic acid (B3) 0.05
Pantothenic acid (B5) 0.05
Cyanocobalamin (B12) 0.002
4-aminobenzoic acid (B10) 0.05




Table S2. Set of primers used for qPCR.

Gene name Primers ID Primer sequences (5'-3") Reference
assA assA2F YATGWACTGGCACGGMCA [33]
assA2R GCRTTTTCMACCCAKGTA
bssA 7772f GACATGACCGACGCSATYCT [36]
8546r TCGTCGTCRTTGCCCCAYTT
CGHATYCCRCGSTCGAC-
bcrC berCt CATCG [34]
bcrCr CGGATCGGCTGCATCTGGCC
bzdN bzdNf  GAGCCGCACATCTTCGGCAT [34]
TRTGVRCCG-
bzdNr GRTARTCCTTSGTCGG
bamB bamBf ATGMGGTAYGSAGARACHGG [35]

bamBr CCSGCRWRYTTCADYTCCG

1. GC-TCD analyses of the gas phase

50 pL of gaseous samples were injected in a gas-chromatograph equipped with a
thermal conductivity detector (TCD, Agilent 8860, GC system USA); column: Agilent Car-
boxen 1000 stainless steel packed (3.05 m x 0.32 cm, OD, 2 mm ID, Carboxen-1000 packing,
mesh size 60/80, pre-conditioned); carrier gas: Nitrogen 10 mL/min; Injection Temp: 200
°C; Interface Temp: 300 °C; Oven Temp Program: 100°C for 10.0 min.

2. GC-MS parameters for the TPH analysis of the extracts

The extract (1 uL) was injected (in pulsed split-less mode) into a GC-MS (Perkin
Elmer Clarus 680/600; column: HP-5 MS (Agilent) 30 m, ID 0.25 mm, 0.25 mm film thick-
ness; carrier gas: helium 1 mL/min; Inj T: 310 °C; Interface T: 280 °C; Oven T Program: 50
°C for 0.0 min, then 20 °C/min to 100 °C, then 5 °C/min to 300 °C, then 300 °C for 2.5 min.
MS method: Full Scan mode, mass range 35-650 m/z)

3. GC-MS parameters for the PAHs analysis of the extracts

The extract (1 uL) was injected (in pulsed split-less mode) into a GC-MS (Perkin
Elmer Clarus 680/600; column: HP-5 MS (Agilent) 30 m, ID 0.25 mm, 0.25 mm film thick-
ness; carrier gas: helium 1 mL/min; Inj T: 310 °C; Interface T: 280 °C; Oven T Program: 50
°C for 0.0 min, then 20 °C/min to 100 °C, then 5 °C/min to 300 °C, then 300 °C for 2.5 min.
MS method: Selected Ion Monitoring (m/z: 78, 91, 128, 152, 154, 166, 178, 202, 228, 252, 276,
278).
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