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Figure S1. Growth of W. cocos strains mycelium at different temperatures
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Figure S2. Interaction network analysis of WcHSPs and WcHSFs by prediction. Black, green,
blue, yellow, red, and purple denotes WcHSF, WcsHSP, WecHSP60, WcHSP70, WcHSP90, and

WCcHSP100, respectively. For prediction of protein-protein online program STRING
(https://string-db.org/) was used.
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Figure S3. Analysis of expression patterns of WcHSFs gene under different temperature
treatments. ‘28°, ‘86°, *5.78’, °5.908’, and ‘S10’ are different strains of W.cocos. All data are
means = SD of three technical replicates, take the Oh sample as control, two-way ANOVA was
employed to analyze the data and significant differences are represented by asterisks: *, p < 0.05;
** p<0.01.
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Figure S4. Co-expression analysis of WcHSF3 and WcHSP60, WcHSP70-2, WecHSP90-2, WcHSP100-
3.



Table S1. Gene information.

Classification Gene name Gene ID
WCcHSF-1 Cluster-960.3075
WCHSF-2 Cluster-960.3449
HSF WCcHSF-3 Cluster-960.3695
WCcHSF-4 Cluster-960.4433
WcsHSP-1 Cluster-960.3159
WcsHSP-2 Cluster-960.3342
WcsHSP-3 Cluster-889.0
WcsHSP-4 Cluster-960.3369
WcsHSP-5 Cluster-960.3768
WcsHSP-6 Cluster-960.4799
TpsHSP-1 0JT14810.1
MD-WcsHSP-1 PCH42765.1
MD-WcsHSP-2 PCH42744.1
MD-WcsHSP-3 PCH38688.1
SHSP MD-WcsHSP-4 PCH38030.1
MD-WcsHSP-5 PCH36592.1
MD-WcsHSP-6 PCH34468.1
MD-WcsHSP-7 PCH34056.1
GfsHSP-1 0BZ74880.1
LesHSP GAW02286.1
ScsHSP AAAT79010.1
HmsHSP RDB20963.1
LesHSP-1 GAW02286.1
TmsHSP KAF8237894.1
PnsHSP-1 PAV22864.1
WcHSP60 Cluster-960.5154
TpHSP60 0JT02927.1
GfHSP60 0OBZ72799.1
HSP60 LeHSP60 GAW09714.1
ScHSP60 AAA34690.1
HmMHSP60 RDB24487.1
WCcHSP70-1 Cluster-960.3470
WCcHSP70-2 Cluster-960.3529
WcHSP70-3 Cluster-960.5228
WCcHSP70-4 Cluster-960.6601
MD-WcHSP70-1 PCH35569.1
MD-WcHSP70-2 PCH43031.1
MD-WcHSP70-3 PCH38384.1
HSP70 MD-WcHSP70-4 PCH35950.1
TpHSP70 0JT15625.1
GfHSP70 0BZ69999.1
RsHSP70 CUA66922.1
LeHSP70 GAW04349.1
ScHSP70 AAA35099.1
HmMHSP70 RDB25126.1
TmHSP70 KAF8235873.1



PnHSP70 PAV24310.1
OsHSP70 EQL03305.1
WcHSP90-1 Cluster-960.2162
WCcHSP90-2 Cluster-960.4365
MD- WcHSP90-1 PCH41165.1
MD- WcHSP90-2 PCH38044.1
TpHSPY0 0JT15706.1
HSP90 RsHSP90 CUA70109.1
LeHSP90 GAWO05303.1
HmMHSP90 RDB24182.1
PnHSP90 PAV23670.1
OsHSP90 EQLO00771.1
WcHSP100-1 Cluster-960.3653
WcHSP100-2 Cluster-960.3911
WCcHSP100-3 Cluster-960.4077
HSP100 TpHSP100 0JT15823.1
RsHSP100 CUA76670.1
LeHSP100 GAW03650.1
PnHSP100 PAV22376.1




Table S2. Amino acid sequence of the WcHSPs and WcHSFs in ‘28’ strains.

Gene name

Amino acid sequence

WcsHSP-1

WcsHSP-2

WcsHSP-3

WcsHSP-4

WcsHSP-5

WcsHSP-6

WcHSP60

WcHSP70-1

WcHSP70-2

MSLSSFFYEPFYTLADFDRLFDEAFSARTGPRGQSADRQVQRQDSSTRFLRPRMDLHEDAQANAVTATFELPGLNKEN
VNIDVHNGVLTVSGEAQVQSDRDEHGYAVRERRY GKFSRAVPLPQGVKSEDIRASMENGVLTVTFPKTTPETAPKKITI
N
MSYPHFFYDPFAEFNRLLDDALTERNVGYPQGQAKYSAAPIIAALHGLGEREPQGPELSAHIDITRCRMDVHENSQTN
QVEATFELPGLRKEDVSIDVHNNRLTVSGESKQSTERNEAGYAVRERQYGKFSRTLQLPAGINTNDIKASMENGLLTVS
FPRAAPQEGPKRITVS
MSLTSFFYQPFYSLADFDRLFNEAFSARTNPANTNGDRQVQRQESSSRLLRPRMDLHEENVVTATLELPGISKENVQID
VYNGVLNVSGESRLFSDRDENGYAVRERRY GKFSRAIPLPQGIKVSCAPQRKVKNCIP
MANHALNLNPPNADLHISTHGSDWLWAAFSVFAFSLLVMIVLDLLRPRGTRLFHQLAVIILATFTIGYFSMASDLGATPI
AVEFRGHGSDPTRQIWY VRYIQWFITFPLSLLEVLLATGLSLSDITTTLFMAIVVVVCGLVGALVHSTYKWGYYVFGVA
ALFYIWYVLLWHGAQTTFPGGGVLRPGYLRSAGFLAFMLITYPICWACSEGGNVISNTSEMIWY GILDILAGPGFLFFF
LWHLRDVDYATFGLSSGKYTDTAEKVGA
MAGNQAVNINPPNANENLTKQGSDWLWAAFSLMSLSLLVAVVVTFLRPRGTRLFHQIAVVVLAVSSITYFSLASDLGAT
PIAVEFRGHGGDPTRQIWY VRYIQWFINFPLLLLELLLATGLPLSDIMTTLFMAIVVVVCGLVGALVHSTYKWGYYVFG
CTALIYIWYALLWHAPSSTFAAGGVVRRGYYLAAGYFAFMLITYPICWACAEGGNVITVDSDMIWYGILDCLTIPVFLA
FFLWEIRDVDYNAFGLHSGKFVAHNAASAKAAEAGEAAPVAASEAGAQQS
MSLSRFLYEPFYSLADFDRLFDEAFSSRTNGGSDNTAVSRTLRPRMDLHQDEKANTVTATFELPGLKKEDVEINVHNNV
LTVSGESNISSDRDENGYAVRERRY GKFSRALSLPQGIKVSGAYLSIVD
MDLRRGSQAAVDRVVAFLAAHTKTITTTAEIAQVATISANGDTHVGNLIAQAMEKVGKEGVITVKEGRTIDDEIEITEG
MRFDRGFISPYFVTDVKSQKVDFEKPLVLLSEKKISRLQDVIPALEAAAQARRPLLLIAEDVDGEALAACLVNKLRGQL
QVCAVKAPGFGDNRKSILGDLAILTGAQVFTEDLDMKLEQLTPDMLGSSGSITITKEDTIILNGEGSKDAIQSRCEQIRSL
IDDRTTSDYDRTKLQERLAKLSGGVAVIKVGGSSEVEVGEKKDRYDDALNATRAAVEEGILPGGGVALLKASLALASA
PGSKPASTAPDAKPIPTANFDQDLGVSIIKRALTYPSRTILKNAGEESSVIVGTLLANY GSPDKFSWGYDASKGEY VDMI
KAGIVDPLKVVRTALVDAAGVASLLTTSEACVVEAEEKDKGGAGAGMGAGMGGMGGMGF
MSLPRRPTRRQSRRVVSSLSLAFFAFLALFLLCPAATANEDKRSEYGTVIGIDLGTTYSCVGVQRGGRVEIIANDQGHRI
TPSWVSFSDEERLVGDAAKHAFHSNPENTVFDAKRLIGRKVDDPEIKRDQKHWPFKVVSKNDKPAIQVKHRGEARDF
TPEEISAMVLGKMKETAESYLGKPVTHAVVTVPAYFNDAQRQATKDAGTIAGLQVLRIINEPTAAAIAY GLDKKGGES
QIIVYDLGGGTFDVSLLSIDDGVFEVLATAGDTHLGGEDFDNRVMDYLIKQYKKKTGTDVASNLRAMGKLKREVEKA
KRTLSSQQSTRIEIESFENGNDFSETLTRAKFEELNMDLFRKTMKPVEQVLKDANLKKEDIDEIVLVGGSTRIPKVQQLL
KEYFGKEPSKGINPDEAVAY GAAVQGGILSGDENLGDIVLVDVCPLTLGIETTGGVMTKLIPRNTVIPTRKSQIFSTAADN
QPTVLIQVYEGERSLTKDNNLLGKFELSGIPPAPRGVPQIEVTFEIDANGIMRISAVDKGTGKSESVTITNEKGRLSPEEIE
RMVKEAEEFAAEDEAQRKRIEALNSLSSFVYGLKTQLGDQEGLGGKLNDEDKKTILDAVKETTDWIDDY GQSATAED
LEEKLADVQRTVNPITSKLYSGGGTDYSAGAEDEDPIHSHDEL
MEDVFDGAIGIDLGTTYSCVGVWQNDRVEIANDQGNRTTPSY VAFSAEERLIGDAAKNQAAMNPRNTIFDAKRLIGR
RYDDPDVKKDMIHWPFAVVEKDGSPLIKVEYLGEEKTFSPQEISSMVLTKMKEISEAKLGKTVKKAVVTVPAYFNDSQ
RLATKDAGAIAGLDVLRIINEPTAAAIAY GLDRQSSAEKNVLIFDLGGGTFDVSLLNITGGVFAVKATAGDTHLGGEDFD
NNLLEHFKKEFQRKTKLDISEDARALRRLRSACERAKRTLSSVTQTTVEVDSLFQGEDFSANITRARFEEINASLFKSTV
EPVERVLKDAKMPREKVDDIVLVGGSTRIPKIQSLVSEYFGGRQLNKSINPDEAVAY GAAVQAAVLTGQTSDKTADLLL
LDVAPLSLGVAMQGDIFGIVVPRNTPIPTNKSRTFTTVEDNQTTVTFPVYEGERTQCRDNRLLGEFELTGIPPMPRGQAE
LVTTFEVDANGLLKVTAQDRASGRKAQISITNSVGRLSSAEIEQMIKDAEQFKQADKDFSARHEAKSDLESYIHQVENT

ITSPDLGMKLKRGAKAQVEAELARALEKLEIEDSTADELRKAQLGIKRALQKATAGIR



WcHSP70-3

WcHSP70-4

WcHSP90-1

WcHSP90-2

WcHSP100-1

MAVVGIDLGALHSKIGVARHRGIDIIVNEVSNRATPSLVSFGVKQRAIGEAAKTLETSNFRNTIGGLKRLIGRTFQDPEIQ
EVEKKFINATLIDVGGTVGVQVQYLGEQRQFSITQVLAMYLGKLRDTAANELKSGVTDIVITVPGWYTDVQRRAVLD
AAQIAGLNVLRLINDTTAIALGYGITKSDLPEAENPRHVVFVDVGHSSTSCAVVAFSKGQLTVKSTAYDRHAGGRDIDY
ALVRHFASEFTDKYKIDVLSSPKATFRLAAGCDRVKKVLSANAEAPLNVESIMNDVDATSRLSREEYERLIAGVLDRIP
GPLQQALADSGLTIDQIDAVELVGGCTRIPAVRAKIQSVFEGKVLSTTLNQDEAAARGATFACAMLSPVFRVRDFSMHD
ITPYSIKVQWERQPDDTDDDTELVVFPKGNSIPSTKVLTFYRKQAFDIQAQYADPAALPGGINPWIARFTAKSVGPDENG
DFACVKLKTRLNLHGVMSFEAAY VEEIEEKEETMQVDGEEAPKKKKIVRKKDVPFVWAGTSLDVSVLDKFKEQEAQ
MHAADKLVKDTEDRKNALEEYVYDTRGRLDERYASY VKADEKERLLAALQDAEDWLY TEEGEDATKSAY VERLDA
LKKLGDPITFRYREAEERSRVVAQLRETINSYMGQATSGEERFAHIDAADLQAVVEKCATVQKWLEDQIARQAERPKD
VDPVLTSADVMKKRDEIIYFATPILTRPKPKPPKVEQPAGTETPKSGQETPNPPPQGEAAKEEPAAANEPPEMDVD
MEGKTSRVIENSEGARTTPSVVAFTKHGERLVGLPAKRQAVVNSQNTVFAFKRLIGRQYSDAEVKKDMEHWPFKV VA
KPDGRPAVEVDNGGKKQLFSAEELSSMVLVKMRETAEQYLNKGVKHAVVTVPAYFNDAQRQATKDAGQIAGLDVLR
VINEPTAAALAY GLDRVDNAVIAVYDLGGGTFDISILEMQKGVFEVKSTNGDTHLGGEDFDIVLVQHILNEFKKESGLD
LASDPMAIQRIREAAEKAKIELSSTSQTEINLPFITADASGPKHINLKILRSHFESLVSPLIQRTIEPCKKALVDAGVKASEV
NEVILVGGMTRMPRVVETVKTIFGREPSKGVNPDEAVAIGASIQGGVLAGNVTDILLLDVTPLSLGIETLGGIMTKLIQR
NTTIPTKKTQTFSTAADGQTAIEVKVFQGERELVRDNKLLGNFNLTGIPPAPKGVPQIDITFDIDADGIVHVTARDKATN
KDQSMTIASSSGLSDKDIERMVADAEQYAESDKERKLVIEEANKADSVCHDTERAINEFKDQLDGAEKDKVTKLVAEL
RELAVKGQAGDASITADTIREKLNETQQASLGLFQKVYEKRNAEANASESTTSEEKKEEKKEEKKD
MRFFRPLLLTLSVLASGVFAQDATDVPKQKHDYQSDVARLRKIVINSLY SHRDIFLRELISNANDALEKLRLTSLTEKEV
LSGAEEMNITIKALKDDDGTGRIITDTGIGMNPEELTTNLGTLARSGTSEFLARAESTDTTGAGNLIGAFGLGFYSSFLV
ADRVYVASVAAKSSKNPSPAQY VFESGADESSFEIYADPRGNTLGRGTEITLVLKPDALEY TDPQRITELVDKHSSFSSVF
PIYLYTQRTEYVPVEEDEAEKKVENDAEEVDEDEATVEDAEDETKSQEPKMKEVTVDEWIHMNSQPPIWMRDPKTVS
DEEYENFYQATFKDYEKPLAWHHFSGDSGSGVSFKAIIY VPSHLDESY WQNPLLTNSRDIRLMVKRVFITSDLGEDALP
KWASWVKVVVDAEDLPLNVSREMLQSTRFLKQLRSIILKHLLQVLTRTVEEDPEKWTQVQSVYGNVFKLGAVEDVK
NRDKLVALTRFSTNQRNSTSLDEYLENKKKGQKQIFYLADMGSTTDHLAKSVFIEKLHARGYEVLLLTDPLDEIFVQNL
RVWKRVSFQDVAKAGLRFGDEDMSPEEEKEEQKALTEEFKPLLDWLKKEAKDVVRDVVISNRLVTSSCAVVADMMG
YTANIEKMMSSSHSGVRNPMHEFAKKQKIMEINPRSPTVQGLLRRVEQLPPEEEGQDLEAEEELREVASVLIDGALVRS
GFSVPDSNEFFVRVDRILRRSLGVSETAPTDTTVKPAPPVDPEPIEVEDPFQAEWPDYIPGSLRQPPQHEEQLVWEVEEID
DEGNPVKHDEL
MASESFGFQAEISQLLDLIINTFYSNKEIFLRELISNASDALDKIRYSSLTDPSVLETGKDLVIRIVPNKEARTLSIYDTGIG
MTKADMVNNLGTIAKSGTKGFMEALSSGADISMIGQFGVGFYSAYLVAERVQVISKHNDDEQYIWESAAGGTFTITAD
TVNPPLGRGTEIRLYLKEDQLEYLEEKRIKDIVKKHSEFISYPIQLAVVKEVEDDEEEAKEEESEDKPKIEEVEDEDKPKK
TKKIKEKEIQNEELNKTKPIWTRNPSDITAEEYAAFYKSLTNDWEEHLAVKHFSVEGQLEFKAILYIPKRAPFDLFETKK
KRNNIKLY VRRVFIMDDCEDLIPEYLNFVKGIVDSEDLPLNISRETLQQNKILKVIRKNLVKKCLDLFTEIAEDKDNFSKF
YEAFGKNIKLGIHEDSQNRSKLAEFLRFYSTKSSEEQTSLKDYITRMPEVQKNIYYLTGESLSSVKDSPFLEVLKKKGFE
VLLLVDPIDEYAITQLKEFDGHKLVCVSKEGLELEETEEEKNAREEEAKQFEDLCKTVKDALGDKVEKVVVSNRITDSP
CVLVTGQFGWSSNMERIMKAQALRDSSMSSYMASKKTLELNPHNAIVKELKKKVAEDKADKSVRDLTYLLFETALLT
SGFSLDDPTSFAKRIHRMISLGLDVDEEESAPAASSSDDVPPAAEGASTSAMEEID
MASSFNFTDKTQETLAAAIQLAKDYANAQVYPVHIAFALLNEGAGEQVPGGVNQQSGHSLFRSVIERAGGDTTAVKRS
LQKLIVRMPTQQPPPDEISLSSAALKVLRDAESLRKTMHDSYIAQDHLLAALIKDSTVAPILKEANLTEATLKTAIDQLR
GNRRVESKNAEQGFDALQKYAVDLTSLAEEGKLDPVIGRDNEIRRVIRILCRRTKNNPILLGEPGVGKSAIAEGLAQRIV
NRDVPASLLGRLYSLDMGALMAGAKYKGEYEERIKSVLNEIEKASDEGTGVILFIDELHLIMAGRGAEGGGMDAANL
FKPLLARGKLRCIGATTLAEYRKYIETDAALERRFAQVLVNEPSVPETISILRGIREKYEVHHGVRILDGALIQAASLAHR

YLTSRRLPDAAIDLVDEACASVRVTRETAPEAIDKLQRRKLELEVEIHALEREKDEASKERLALARKAIADVDDQLQPL



WcHSP100-2

WcHSP100-3

WcHSF-1

WcHSF-2

MAQYEAEKARGDEIQNVRRKIDELKAKADEAERRYDLATASDLRY YALPDLQARLAQLEAKKAEEDVQAGVGSDTV
TPEQIAEIVARWTNIPVTRLMSTEKEKLLKMERILGEQVVGQPEAVK AVANAIRLSRSGLRNAQRPIASFLMAGPSGTGK
TLLSKTLATLLFDSPDAMIRIDGSEY SEKHSISRLIGAPPGYVGHDQGGQLTEYIRRKPYSIVLIDEIEK ASREFVTLFLQV
LDDGRLTDGQGRIVDFRNTVIIMTSNLGAAFLNDMGEGAVK SETRELVMGAIR AHFPPEFINRIDEIVIFRTLSQRNVLKI
VDLRLKEVQERLADKKMVLDIEPAAKQYLMSSGY SPIYGARPLNRAIQTELLNPLSVMILSDRIRDGETIRVRFDGPHN
RLAIIPNHEAGADSMDIDQDDIEDIEIEEMD

MMADVQMDIPKYTIEY GRIIERTYDIAKEVQSSKVTPFHLLLALLCGKELNLHNLENFVPDNPSLFWSALEDLEPEHGS
AELVTTLWHVIQNEASKMDQPTSNAATSDGPAKLTRSRFRKILSREVNQSHSNSRIGGTGTIEPSEELIAVFGRANPLVSI
SGDDFAGPYHLLLSVVGDDGVSNFLKDSQIDRQEFVRAVRRRRPPKITSKDDESFPHLTK YATNMCDMAREGKLNEIIG
RDEEIRRVIQILSRRSKNSAVLLGEPGVGKTAVAEGLAHRIVKGEVPQSLRGTLWSLDLGALFAGAGKGEYELRVKNVV
EDVTRSQQSQSPAIIFIDELHLITVGKSPGGQNSGMDAANLLKPALARGQFRCIGATTLSEYRQHIEKDGALERRFAPVIV
DEPTIDEATTILRGIRERY EKHHNVWIMDQAIVTAVKLAHRYLTARRLPDSAVDLMDEACAAARVAQDMKPEAVDTLE
QEISHVDAHIRALERDTHPDDEEALTEAKKRRVELEGKMKQLLRQQQNLKQWWEQMSHQRTLLQKKRDEIKRLGDG
ASRTTANRLKDELRDLRGGLMALERQGPEIIDSISEFFGKNRHVISRSSPDIITPESIAEIVERATKIPVQRLLANEKSHLLQ
LESVLSQQVVGQPEAVKAVAHAIQVSRTGLGNTNRPIASFLFTGPSGTGKTLMSKALAKELFGQEMAMVRIDGSEYSE
GHSVSRLIGSPPGYVGYDQGGQLTEY VRRTPFCIVLLDEVEK ACSEFLTLFLQVLDEGRLTDGQGRLVDFRNCVIIMTSN
VGAEILSTTSGEITRSTREQVLQRFKDVRFPPEFMNRIEEVVMFRTMSNEVMREILEKHLRELMQREGLKRLQGLDLDE
NAKNWLIQVGISPHY GARPLARMIQRELLNPLSRCLLEETVHEGDLVLVRCKPERDGLFIKSNREPAPPQHNGRNVGLR
LRGS
MSKTGSVSSSHISLHETSPPTPQLKSLISDELQQILSCSVQLADDTSNNYSSLHIHPLHIALALLYEGLTYRTSPWLHEPTK
TWHVYPWERSLFWLVIGKAARNTLPISLDEHICHV THPDRDTFIVQNSVGQAIWNK VEGLSDHDLQATGDQDDDPTY
QSSRWNDSTRGLLSRAKEICHDKADEFIAPHHVLLALLKDALVREILESQDLDPNILEDQIKGLRQRNITRSESLPRFSLL
NQFATDLTEEIY DKIKRNELIDPVIGRNYEVRHIIAILSRCSKNNAVLLGDPGVGK TAIAEGLAYRIVKQEVPESVVARVF
NLDLGALLASTACKSAYERIVELILQEIAEHEERGIRVILFVDELSQITIGGWRDDGTGLDAATLMKPFLSKGKLRCVGC
STFEDYRDSVEKDAALSRQFSAVFVCESTVPETVAILRGMKKGLEQHHNVVILDDSIMAAASIAAQYFTHKRLPDAAID
LVDEACAALKTAGNEQREKRMQLQRRQVLLEMDIASLEREYDEDSTVKLTQALAQLSQVQQQLQQISISGERSASINS
KLEELNVQIKQKERDMLQYGKAGQRAERLKCVQELWKLKDARAEEMSALERLQSKQLDNVDESQRQTNDHASNSE
EAKIVTKRDIVQAASWYRPVHCSTWKNAKQDALAKFLETLPKMVIGQEEAVDAVSSAIRCMMSGLTDPTRPVASFIFG
GPAGSGKTFLAKELAKALLGSTSKLVSINAGDYNAPHTLTRLIGTPVCTGFDHGGQLTECVRRKPFSVILIREIENACPEF
RLYIQRILDEGSTKDGAGKAVDFRNCIVIITTGIGQINSKATFDEDEERKHYLNEINEWFSVEFLARIDELVVFRRITADIIG
HIIAARLEEISKQLTRLKLHLTVDDEVQWYLEDQAWSADSGARHLEK VIRDEITHPLAIRLLDDRDIENWRVRLSIEEYD
DGITIELLEPLPPVDLQSSGGSSDTETTTAPSPSASVNSLLESYEPRQPCDSVTTGSLEPDQSVVPTESFIGSTFRPPIPQFRP
QRLF
MMGAYPDGDVARASLAQMTEISRRAEVAGMTFSATPASRQQGSQGPMSRIMAAAGLNVDAPVRPMSRQNALARIEEL
ARNRPPSSQGQPAASGSGAGAVPAAQPQASGSGAAAGAGAGEGAFDAEAFLLGDAGSVGNYAPGTMSHEGLQVFTV
GHLMPKSTLEDANGNWAFDPNALAGVVMPTPQGMGGDPEQEGEGERKGPYPIASFAEGEAGTSAATSGRPGSAQKL
RVRRSTYVPGWAVPPKVLLVDDDAVSRRLSSKFLQVFGCTIDVAVDGVGAVNKMNLEKYDLVLMDIVMPKLDGVSAT
SLIRQFDHMTPIISMTSNSKPNEIIKY YSSGMNDILPKPFTKDGLLDMLEKHLMHLKVIQTMQRVPRSVGIPPLNDAGFD
QALAMQPAQSAGGFTLGDDDGKINPLAGMGLTDEQY TLILQNLVSGDSFMGVIGGIEESASGKRSLDDSSDGRDAKRS
RFEIVE

MY VATPGFAPLLSAFQIY GFMRKVNLRNVDPAIDDPDASTWSHPTLNRHSPPEVVANFKRRVPPRVPKPRKRDNEVPQP
LPSARPQLNIGPMGMAQQPGSPRQGARARGFSAPGSFTPLTQPGAPGWGTSYPRSTLPPLTVPEPPMSHASMYSQHSA
HPLHPITPTDDAPTSSFTSPMSYTNSSRETMMLPSPNGQYPYASDSATSWAFSPTSAASSHSSGSLSSLLNPSGSVSSAYS

NSSRPTPPQINTYTSYNGVQMSRGHHSAAPLSPESRPTSGYSSSMSSLPDPYAESPNHYSHHDYSRPSSSHHQQQGRPLT



WcHSEF-3

WcHSF-4

PSSSRPPSSKSYNNAGSLSIRRARRHSQAMQPYPSPYAEHPPLSAGSDRPSSSPQPGDEHSSAIPRVRSMIQLPTVDGYGF
SSSQSEFAYAAVDDGHAHQQQQQQHQQQQHLYGVSGRSVRPSTSASSLSTASSAANTPGEFAPGTGEADINRCEYHSC
CAAGRRRDACGLRYGGPGDHVADCVPSYSRAHTVSPDFGFVQMNEHIPQYAKAGEM
MDAIMQCPVLNHERFAREVLGRWFKHQKFTSFVRQLNMYGFHKIPHLQQGVLKSDTDTEPWNFEHPHFHRGQPDLL
CLIQRKKQPANSTGDEPDIVDSHQSAPLAGNASQVLDINSIVNGIAAIKRHQQAISADLNALKKSNDLLWEEATLTRQR
HDKHQDTINRILKFLAGVFGNNTESINKNESGRPPSVVPRARQRLLIGDGGFPKGKSVEIADVDEDDEEVHMAHPQEG
NKTPLAGKLPHDILQHTIYELYRLAGQTAAVEPTVESPMMSPSPSAPPSEPFSTVSVDSTASGYTARPVTRPSEVLSRTST
SNNSNFGSATEVPTRTTFTQNAARADATILPTALTSFTPNAANASY SDNIWQTAFQQLLNNPLQMQRLMQAIAAQNSNI
PPPDNSSMIHSQPSAQIAPYDQTYNDYNRYRNDLPVAAPPSQSSLPMLSAISNDAPPLEPLLHENNARLQKTYRDAVEIE
ADMDVLQHSLNSLIHDLGMDPQVLIAQAQERDPPTGNIPGALLSNGGHANGVHANGFRPNEMDSDALMLGVAANGH
QEEAAPDLFLESLLNGMSPGTDGNMEYSDVTDHFNPSARIDGITVADASTEQLAAFLDEVSDTASPHVRSPEIKTTPAK
RKSDVAGLAPSIVDVEKTAAAGPKSKRKR*
MMGAARVLGLIEGRRARKGRTPNLRLCHRPQIVPSHALCMLSSPREPMDAQYAPMPDHHFAPPAHAQWSQAAHLLPP
PAPAPFPSPASPAPSLADQHYASYYSHPPPAPQHGLGDSAVVRQIDRSSLSLNLSSLSVASPTNLSPINPSPHPSTQPSSHVS
PITPISPAAACALGPAHAHAQHLGQSFSFAPPEPGVRYDDAPQSSYDYTAGPARRGLSSRSSSASDKSVPRKRSFPPGAL
APSVEEQFDPAPADAGYDDVDMTYGALDAHSPVDGSTSGGEADDPMRAPDPPQALPPVGMLGKPLGTNNFVTKLYQ
MINDPKSAQFINWTDLGTSFVVSNVGEFSRTILGSHFKHNNFSSFVRQLNMY GFHKINRTPRAQRTSADVQTWEFSHH
KFLRARPDLLEEIKRKALEPDPSVKQRVELPGEVAAQLREVREANHRLAGALHAERRRVARLAGLTKTLWDAVARSWP
GSVPGPFPNDLLDAAESPNIYITSPSAHGGPPQHPHFALLHPLSPGASPTAPEFPARFAHAHYDVHAPGLSAARYETALA
TPLPPSPGPAGAGAGEPGEFGEDARVGAKRARTEGEGARRGTRARSDSAPLGY GLGAGWAGARPRSGSGLAVSAGGG

QCASPSSGLAQGGMGALGFGRAGARREEVQSIGALSRQGGGQGQGQGQGLPMLAIPGK




Table S3. Primer sequences used in this study.

Number Name Primer (5’-3°) Usage
1 GAPDH-F TCGACAAGGCGAGCGGACAC gRT-PCR
2 GAPDH-R TGCACGATGCGTTGGAAATG gRT-PCR
3 ACT-F CATCCTTTGTATTCCCAACCGCTAT gRT-PCR
4 ACT-R CTCGTCGCCAATGAAGAAATCG gRT-PCR
5 gWcHSP100-1F AGCAGTCGGGTCATTCACTATTCC gRT-PCR
6 gWcHSP100-1R ATCTCGTCTGGTGGTGGCTGTT gRT-PCR
7 gWcHSP100-2F CTTTGTGCCCGATAATCCCTC gRT-PCR
8 gWcHSP100-2R CCATCGGAGGTAGCAGCATTT gRT-PCR
9 gqWcHSP100-3F TCGACAGTTCTCAGCGGTAT gRT-PCR
10 gWcHSP100-3R CGTTATGGTGTTGTTCTAATCC gRT-PCR
11 qWcHSP90-1F CACCATAAAGGCTCTAAAGGACGAT gRT-PCR
12 gWcHSP90-1R AATGTGCCCAGGTTGGTTGTTAG gRT-PCR
13 qWcHSP90-2F ACCTCGTGATCCGCATTGTC gRT-PCR
14 gWcHSP90-2R CTGAGAGCCTCCATAAAGCC gRT-PCR
15 qWcHSP70-1F TGGCCTTTCAAGGTTGTTTCT gRT-PCR
16 gWCcHSP70-1R CAAGGTATGATTCGGCGGTC gRT-PCR
17 qWcHSP70-2F TGAGCGTACCCAGTGCCGTGAC gRT-PCR
18 gWCcHSP70-2R AAGGCGGCCAACGGAGTTAGTG gRT-PCR
19 qWcHSP70-3F AGACCTCCAACTTCCGCAACAC gRT-PCR
20 gWcHSP70-3R GCCAACATCTATCAGCGTAGCATT gRT-PCR
21 qWcHSP70-4F CAAGAAGGCGTTGGTAGATG gRT-PCR
22 gWcHSP70-4R CTGGGCTCACGACCGAAGAT gRT-PCR
23 qWcHSP60-F CTTTGGCGACAACCGCAAGTC gRT-PCR
24 qWcHSP60-R GTGTCCTCCTTTGTGATGGTGATG gRT-PCR
25 qWcsHSP-1F CCGTTTTACACCCTCGCCGACTTT gRT-PCR
26 qWcsHSP-1R CGCGGTTACAGCGTTTGCTTGC gRT-PCR
27 gqWcsHSP-2F CCTCCTTGACGACGCCCTTAC gRT-PCR
28 qWcsHSP-2R TTGCTCTCGCCCGATACAGTG gRT-PCR
29 gqWcsHSP-3F TTTCTACTCCCTCGCTGACTTCG gRT-PCR
30 qWcsHSP-3R CTGCACGTTCTCCTTGCTTATCC gRT-PCR
31 qWcsHSP-4F GGCTCTGACTGGTTGTGGGC gRT-PCR
32 qWcsHSP-4R GGATGATGACAGCAAGTTGGTGG gRT-PCR
33 qWcsHSP-5F AGGGAACCAGGCGGTAAACAT gRT-PCR
34 qWcsHSP-5R ACGGCAATCTGGTGGAACAAG gRT-PCR
35 qWcsHSP-6F GTCGCTCAGCCGCTTCCTTTAC gRT-PCR
36 qWcsHSP-6R CGTCGCAGTGACCGTGTTGG gRT-PCR
37 qWCcHSF-1F TACGACCTGGTGTTGATGGAC gRT-PCR
38 gqWCcHSF-1R CTTGATGATCTCGTTCGGCT gRT-PCR
39 qWCcHSF-2F GTCCACCTCGGCATCGTCCCTAT gRT-PCR
40 gqWCcHSF-2R GCCGCACAACAGGAATGGTACTCAC gRT-PCR
41 qWCcHSF-3F TTGAAAAGCGATACAGACACCG gRT-PCR
42 gWCcHSF-3R CGCTGAATGAGGCACAATAAGT gRT-PCR
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CGGGGCGTCCGGTTGATCTTGT
ATGGCTTCGAGCTTTAACTTTACCG
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