

[bookmark: _Hlk44969783]Table S1: Exhaustive list of identified peptides.
Exhaustive list of identified peptides in intestinal digests displaying a mass signal intensity > to 1E5 and an ANOVA p-value < to 0.005. Amino acid sequences are classified according to i) the dairy matrices where the identified peptides are present in highest mean quantity, ii) the milk proteins, iii) the ANOVA p-value and iv) the maximum fold change. 

[bookmark: _Hlk44969816][bookmark: _GoBack][image: ]Ser + 79.97 (Phosphorylation); N + 21.98 (sodium adduct); E + 21.98 (sodium adduct); G + 14.02 Gly to Ala; Q + 17.03 (replacement of a proton by ammonium ion)
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#

Highest mean 

quantity in 

matrix

a

Protein 

(OS=Bos taurus)

Amino acid 

Sequences

Mass

b

Variable modifications 

([position] AA + mass 

increment)

c

Anova

Maximum 

CV

d

Max fold 

change

Numbers of  

deconvoluted 

peptide ions

e

Deconvoluted 

charges

f

Best Identification 

Score

g

1 C2 Alpha-S1-casein  EIVPNSAEE 1066.4266 [6] S+79.97 9.49E-09 38.7 31.9 #491,#3051 1,2 31.2

2 C2 Beta-casein  VYPFPGPIPN 1121.5527 [10] N+21.98 3.97E-03 80.5 20.2 #480,#308 1,2 29.32

3 C3 Alpha-S1-casein  YTDAPS 652.2709 1.77E-06 64.6 44 #76 1 41.87

4 C3 Alpha-S1-casein  EIVPN 570.3018 3.96E-06 42.5 12.1 #14 1 32.88

5 C3 Beta-casein  HQPHQPLPPT 1150.588 2.67E-08 33.2 14.1 #1023,#242,#5366 1,2,3 58.83

6 C3 Beta-casein  PLPPT 523.3002 1.48E-07 48.1 17.8 #395 1 29.73

7 CW Alpha-lactalbumin  FLDDDLTDDI 1180.5239 8.75E-04 68.8 5.8 #301,#1689 1,2 47.77

8 CW Alpha-S1-casein  YFYPE 717.3022 4.45E-08 52.7 32.2 #56 1 30.35

9 CW Alpha-S1-casein  EDVPSE 674.2768 2.23E-05 115.9 52.2 #186 1 41.79

10 CW Beta-casein  VVPPFLQPEV 1145.6113 [9] E+21.98 4.16E-05 95.0 81.2 #904,#306 1,2 28.34

11 CW Beta-casein  ELEEL 631.3076 9.80E-05 82.1 17.2 #427 1 29.23

12 CW Beta-lactoglobulin VEELKPTPEGDLE 1454.7196 1.34E-07 47.6 22.8 #5084,#367 1,2 74.05

13 W Alpha-lactalbumin  GGVSLPE 657.3353 3.50E-09 39.8 28.2 #58 1 35.55

14 W Beta-casein NVPGEI 627.3226 3.30E-04 56.8 3.8 #29 1 31.97

15 W Beta-casein  LNVPGEIVE 968.5156 1.11E-02 39.1 3 #172,#2012 1,2 33.93

16 W Beta-lactoglobulin TPEVDDEALEK 1244.5802 8.81E-10 60.7 134.2 #926,#130 1,2 82.85

17 W Beta-lactoglobulin VEELKPTPE 1040.539 1.20E-09 86.1 215.7 #93 2 63.84

18 W Beta-lactoglobulin DAQSAPL 700.3414 1.97E-08 81.6 59.8 #52 1 36.95

19 W Beta-lactoglobulin  YVEELKPTPE 1203.6055 5.19E-11 20.8 16 #1257,#245 1,2 58.18

20 W Beta-lactoglobulin  VEELKPTPEG 1111.5784 [10] G+14.02 9.87E-11 43.2 43.4 #1947,#430 1,2 42.73

21 W Beta-lactoglobulin  GLDIQ 544.2873 1.27E-07 48.4 26.7 #55 1 28.82

22 W Beta-lactoglobulin  GDLEI 545.2705 1.44E-06 59.4 24.7 #191 1 30.65

23

C2 low Ca

2+

Alpha-S1-casein AMEDIK 705.3353 6.72E-06 85.2 36.5 #289,#320 1,2 33.93

24

C2 low Ca

2+

Alpha-S1-casein  FVAPFPEV 904.4693 5.11E-12 34.7 71.6 #25,#499 1,2 30.27

25

C2 low Ca

2+

Alpha-S1-casein  FVAPFPEVFG 1108.5616 7.55E-08 87.4 377.7 #219,#689 1,2 41.79

26

C2 low Ca

2+

Alpha-S1-casein  VAPFPEV 757.4008 1.40E-07 37.0 8.5 #2,#1088 1,2 41.1

27

C2 low Ca

2+

Alpha-S1-casein  FVAPFPE 805.3987 1.23E-05 59.8 25.7 #97,#1405 1,2 32.49

28

C2 low Ca

2+

Alpha-S1-casein  LEIVPN 683.3861 7.32E-04 96.2 15 #31 1 38.32

29

C2 low Ca

2+

Alpha-S1-casein  KVPQLEIVPN 1135.6616 5.94E-03 146.6 90.4 #803,#220 1,2 31.53

30

C2 low Ca

2+

Alpha-S2-casein KITVDDK 817.4532 1.04E-09 58.4 101.5 #656,#358 1,2 44.09

31

C2 low Ca

2+

Alpha-S2-casein NMAINPSKEN 1196.4913 [7] S+79.97 3.64E-06 59.4 16.1 #488 2 30.53

32

C2 low Ca

2+

Alpha-S2-casein KTVDMESTEV 1217.4923 [7] S+79.97 5.81E-04 55.9 4 #2589,#965 1,2 56.68

33

C2 low Ca

2+

Alpha-S2-casein NAVPIT 613.3427 2.80E-03 45.3 2.9 #266 1 33.12

34

C2 low Ca

2+

Beta-casein  VLPVPQ 651.3954 1.41E-12 24.8 45.2 #3,#1106 1,2 35.74

35

C2 low Ca

2+

Beta-casein  MHQPHQPLPPT 1281.6329 5.56E-12 24.3 45.9 #544,#88 1,2 74.89

36

C2 low Ca

2+

Beta-casein  AVPYPQ 673.3415 2.31E-09 49.9 46.8 #4,#3093 1,2 42.82

37

C2 low Ca

2+

Beta-casein  QEPVLGPV 837.4591 2.45E-08 72.5 159.3 #72,#3394 1,2 34.28

38

C2 low Ca

2+

Beta-casein  VVPPFLQPE 1024.5579 7.80E-08 42.9 27.4 #161,#407 1,2 35.06

39

C2 low Ca

2+

Beta-casein  NIPPLTQTPVVVPPFLQPEV2184.2239 1.01E-07 116.5 2475.2 #263,#665 2,3 37.11

40

C2 low Ca

2+

Beta-casein  VVPPFLQPEV 1123.6302 1.31E-07 100.1 240.7 #48,#131 1,2 48.73

41

C2 low Ca

2+

Beta-casein  NIPPLTQTPV 1078.5999 3.35E-07 46.0 11.3 #700 2 38.14

42

C2 low Ca

2+

Beta-casein  PVVVPPFLQPEVMG1507.8162 3.64E-07 55.1 28.7 #2214,#278 1,2 60.63

43

C2 low Ca

2+

Beta-casein  YQEPV 634.2975 1.29E-06 45.9 13.1 #39 1 32.44

44

C2 low Ca

2+

Beta-casein  SLPQNIPPLTQTPV 1503.835 1.96E-06 87.0 66.3 #590,#282 1,2 42.64

45

C2 low Ca

2+

Beta-casein  LVYPFPGPIPN 1212.6536 5.07E-05 49.4 9.6 #250 2 75.92

46

C2 low Ca

2+

Beta-casein  RGPFPI 685.3875 5.10E-05 62.6 10.9 #745 2 34.64

47

C2 low Ca

2+

Beta-casein  VYPFPGPIPN 1099.5727 5.53E-04 49.3 3 #5,#127 1,2 69.13

48

C2 low Ca

2+

Beta-casein  LNVPGEIVESL 1248.6032 [10] S+79.97 7.46E-04 65.8 8.8 #170,#273 1,2 54.03

49

C2 low Ca

2+

Beta-casein  QEPVLGPV 820.4328 [1] Q-17.03 4.35E-03 122.3 78.2 #283 1 29.7

50

C2 low Ca

2+

Kappa-casein  YQQKPV 761.4063 1.02E-07 47.9 16.1 #211,#164 1,2 29.88

51

C2 low Ca

2+

Kappa-casein  YQQKPVA 832.4441 5.58E-03 33.7 2.8 #574,#517 1,2 34.54

a

: matrix in which mentionned peptides have the highest mean quantity copared to all matrices; 

b

:monoisotopic mass; 

c

: between bracket = number of the amino acid (AA)  + mass increment; 

d

: maximum coefficient of 

variation; 

e

: gathering of peptide ions having the same amino acid sequence; 

f

: charge state of gathered peptide ions; 

g

: best identification score re-imported from Peaks Studio v8.5.
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#


Highest mean 


quantity in 


matrix


a


Protein 


(OS=Bos taurus)


Amino acid 


Sequences


Mass


b


Variable modifications 


([position] AA + mass 


increment)


c


Anova


Maximum 


CV


d


Max fold 


change


Numbers of  


deconvoluted 


peptide ions


e


Deconvoluted 


charges


f


Best Identification 


Score


g


1


C2


Alpha-S1-casein 


EIVPNSAEE


1066.4266


[6] S+79.97


9.49E-09


38.7


31.9


#491,#3051


1,2


31.2


2


C2


Beta-casein 


VYPFPGPIPN


1121.5527


[10] N+21.98


3.97E-03


80.5


20.2


#480,#308


1,2


29.32


3


C3


Alpha-S1-casein 


YTDAPS


652.2709


1.77E-06


64.6


44


#76


1


41.87


4


C3


Alpha-S1-casein 


EIVPN


570.3018


3.96E-06


42.5


12.1


#14


1


32.88


5


C3


Beta-casein 


HQPHQPLPPT


1150.588


2.67E-08


33.2


14.1


#1023,#242,#5366


1,2,3


58.83


6


C3


Beta-casein 


PLPPT


523.3002


1.48E-07


48.1


17.8


#395


1


29.73


7


CW


Alpha-lactalbumin 


FLDDDLTDDI


1180.5239


8.75E-04


68.8


5.8


#301,#1689


1,2


47.77


8


CW


Alpha-S1-casein 


YFYPE


717.3022


4.45E-08


52.7


32.2


#56


1


30.35


9


CW


Alpha-S1-casein 


EDVPSE


674.2768


2.23E-05


115.9


52.2


#186


1


41.79


10


CW


Beta-casein 


VVPPFLQPEV


1145.6113


[9] E+21.98


4.16E-05


95.0


81.2


#904,#306


1,2


28.34


11


CW


Beta-casein 


ELEEL


631.3076


9.80E-05


82.1


17.2


#427


1


29.23


12


CW


Beta-lactoglobulin


VEELKPTPEGDLE


1454.7196


1.34E-07


47.6


22.8


#5084,#367


1,2


74.05


13


W


Alpha-lactalbumin 


GGVSLPE


657.3353


3.50E-09


39.8


28.2


#58


1


35.55


14


W


Beta-casein


NVPGEI


627.3226


3.30E-04


56.8


3.8


#29


1


31.97


15


W


Beta-casein 


LNVPGEIVE


968.5156


1.11E-02


39.1


3


#172,#2012


1,2


33.93


16


W


Beta-lactoglobulin


TPEVDDEALEK


1244.5802


8.81E-10


60.7


134.2


#926,#130


1,2


82.85


17


W


Beta-lactoglobulin


VEELKPTPE


1040.539


1.20E-09


86.1


215.7


#93


2


63.84


18


W


Beta-lactoglobulin


DAQSAPL


700.3414


1.97E-08


81.6


59.8


#52


1


36.95


19


W


Beta-lactoglobulin 


YVEELKPTPE


1203.6055


5.19E-11


20.8


16


#1257,#245


1,2


58.18


20


W


Beta-lactoglobulin 


VEELKPTPEG


1111.5784


[10] G+14.02


9.87E-11


43.2


43.4


#1947,#430


1,2


42.73


21


W


Beta-lactoglobulin 


GLDIQ


544.2873


1.27E-07


48.4


26.7


#55


1


28.82


22


W


Beta-lactoglobulin 


GDLEI


545.2705


1.44E-06


59.4


24.7


#191


1


30.65


23


C2 low Ca


2+


Alpha-S1-casein


AMEDIK


705.3353


6.72E-06


85.2


36.5


#289,#320


1,2


33.93


24


C2 low Ca


2+


Alpha-S1-casein 


FVAPFPEV


904.4693


5.11E-12


34.7


71.6


#25,#499


1,2


30.27


25


C2 low Ca


2+


Alpha-S1-casein 


FVAPFPEVFG


1108.5616


7.55E-08


87.4


377.7


#219,#689


1,2


41.79


26


C2 low Ca


2+


Alpha-S1-casein 


VAPFPEV


757.4008


1.40E-07


37.0


8.5


#2,#1088


1,2


41.1


27


C2 low Ca


2+


Alpha-S1-casein 


FVAPFPE


805.3987


1.23E-05


59.8


25.7


#97,#1405


1,2


32.49


28


C2 low Ca


2+


Alpha-S1-casein 


LEIVPN


683.3861


7.32E-04


96.2


15


#31


1


38.32


29


C2 low Ca


2+


Alpha-S1-casein 


KVPQLEIVPN


1135.6616


5.94E-03


146.6


90.4


#803,#220


1,2


31.53


30


C2 low Ca


2+


Alpha-S2-casein


KITVDDK


817.4532


1.04E-09


58.4


101.5


#656,#358


1,2


44.09


31


C2 low Ca


2+


Alpha-S2-casein


NMAINPSKEN


1196.4913


[7] S+79.97


3.64E-06


59.4


16.1


#488


2


30.53


32


C2 low Ca


2+


Alpha-S2-casein


KTVDMESTEV


1217.4923


[7] S+79.97


5.81E-04


55.9


4


#2589,#965


1,2


56.68


33


C2 low Ca


2+


Alpha-S2-casein


NAVPIT


613.3427


2.80E-03


45.3


2.9


#266


1


33.12


34


C2 low Ca


2+


Beta-casein 


VLPVPQ


651.3954


1.41E-12


24.8


45.2


#3,#1106


1,2


35.74


35


C2 low Ca


2+


Beta-casein 


MHQPHQPLPPT


1281.6329


5.56E-12


24.3


45.9


#544,#88


1,2


74.89


36


C2 low Ca


2+


Beta-casein 


AVPYPQ


673.3415


2.31E-09


49.9


46.8


#4,#3093


1,2


42.82


37


C2 low Ca


2+


Beta-casein 


QEPVLGPV


837.4591


2.45E-08


72.5


159.3


#72,#3394


1,2


34.28


38


C2 low Ca


2+


Beta-casein 


VVPPFLQPE


1024.5579


7.80E-08


42.9


27.4


#161,#407


1,2


35.06


39


C2 low Ca


2+


Beta-casein 


NIPPLTQTPVVVPPFLQPEV


2184.2239


1.01E-07


116.5


2475.2


#263,#665


2,3


37.11


40


C2 low Ca


2+


Beta-casein 


VVPPFLQPEV


1123.6302


1.31E-07


100.1


240.7


#48,#131


1,2


48.73


41


C2 low Ca


2+


Beta-casein 


NIPPLTQTPV


1078.5999


3.35E-07


46.0


11.3


#700


2


38.14


42


C2 low Ca


2+


Beta-casein 


PVVVPPFLQPEVMG


1507.8162


3.64E-07


55.1


28.7


#2214,#278


1,2


60.63


43


C2 low Ca


2+


Beta-casein 


YQEPV


634.2975


1.29E-06


45.9


13.1


#39


1


32.44


44


C2 low Ca


2+


Beta-casein 


SLPQNIPPLTQTPV


1503.835


1.96E-06


87.0


66.3


#590,#282


1,2


42.64


45


C2 low Ca


2+


Beta-casein 


LVYPFPGPIPN


1212.6536


5.07E-05


49.4


9.6


#250


2


75.92


46


C2 low Ca


2+


Beta-casein 


RGPFPI


685.3875


5.10E-05


62.6


10.9


#745


2


34.64


47


C2 low Ca


2+


Beta-casein 


VYPFPGPIPN


1099.5727


5.53E-04


49.3


3


#5,#127


1,2


69.13


48


C2 low Ca


2+


Beta-casein 


LNVPGEIVESL


1248.6032


[10] S+79.97


7.46E-04


65.8


8.8


#170,#273


1,2


54.03


49


C2 low Ca


2+


Beta-casein 


QEPVLGPV


820.4328


[1] Q-17.03


4.35E-03


122.3


78.2


#283


1


29.7


50


C2 low Ca


2+


Kappa-casein 


YQQKPV


761.4063


1.02E-07


47.9


16.1


#211,#164


1,2


29.88


51


C2 low Ca


2+


Kappa-casein 


YQQKPVA


832.4441


5.58E-03


33.7


2.8


#574,#517


1,2


34.54


a


: matrix in which mentionned peptides have the highest mean quantity copared to all matrices; 


b


:monoisotopic mass; 


c


: between bracket = number of the amino acid (AA)  + mass increment; 


d


: maximum coefficient of 


variation; 


e


: gathering of peptide ions having the same amino acid sequence; 


f


: charge state of gathered peptide ions; 


g


: best identification score re-imported from Peaks Studio v8.5.




1     Table S1 :   Exhaustive list of identified peptides.   Ex haustive list of identified peptides in intestinal digests displaying a mass signal intensity > to 1 E 5 and an  ANOVA p - value < to  0.005. Amino acid sequences are classified according to i) the dairy matrices where the  identified peptides are present in highest mean quantity, ii) the milk proteins, iii) the ANOVA p - value and iv)  the maximum fold change.       Ser   + 79.97 (Phosphorylation ) ;  N + 21.98 (sodium   adduct) ;  E + 21.98 (sodium   adduct) ;  G + 14.02 Gly   to   Ala ;  Q +  17.03 (replacement of a proton by ammonium ion)  

#

Highest mean 

quantity in 

matrix

a

Protein 

(OS=Bos taurus)

Amino acid 

Sequences

Mass

b

Variable modifications 

([position] AA + mass 

increment)

c

Anova

Maximum 

CV

d

Max fold 

change

Numbers of  

deconvoluted 

peptide ions

e

Deconvoluted 

charges

f

Best Identification 

Score

g

1 C2 Alpha-S1-casein  EIVPNSAEE 1066.4266 [6] S+79.97 9.49E-09 38.7 31.9 #491,#3051 1,2 31.2

2 C2 Beta-casein  VYPFPGPIPN 1121.5527 [10] N+21.98 3.97E-03 80.5 20.2 #480,#308 1,2 29.32

3 C3 Alpha-S1-casein  YTDAPS 652.2709 1.77E-06 64.6 44 #76 1 41.87

4 C3 Alpha-S1-casein  EIVPN 570.3018 3.96E-06 42.5 12.1 #14 1 32.88

5 C3 Beta-casein  HQPHQPLPPT 1150.588 2.67E-08 33.2 14.1 #1023,#242,#5366 1,2,3 58.83

6 C3 Beta-casein  PLPPT 523.3002 1.48E-07 48.1 17.8 #395 1 29.73

7 CW Alpha-lactalbumin  FLDDDLTDDI 1180.5239 8.75E-04 68.8 5.8 #301,#1689 1,2 47.77

8 CW Alpha-S1-casein  YFYPE 717.3022 4.45E-08 52.7 32.2 #56 1 30.35

9 CW Alpha-S1-casein  EDVPSE 674.2768 2.23E-05 115.9 52.2 #186 1 41.79

10 CW Beta-casein  VVPPFLQPEV 1145.6113 [9] E+21.98 4.16E-05 95.0 81.2 #904,#306 1,2 28.34

11 CW Beta-casein  ELEEL 631.3076 9.80E-05 82.1 17.2 #427 1 29.23

12 CW Beta-lactoglobulin VEELKPTPEGDLE 1454.7196 1.34E-07 47.6 22.8 #5084,#367 1,2 74.05

13 W Alpha-lactalbumin  GGVSLPE 657.3353 3.50E-09 39.8 28.2 #58 1 35.55

14 W Beta-casein NVPGEI 627.3226 3.30E-04 56.8 3.8 #29 1 31.97

15 W Beta-casein  LNVPGEIVE 968.5156 1.11E-02 39.1 3 #172,#2012 1,2 33.93

16 W Beta-lactoglobulin TPEVDDEALEK 1244.5802 8.81E-10 60.7 134.2 #926,#130 1,2 82.85

17 W Beta-lactoglobulin VEELKPTPE 1040.539 1.20E-09 86.1 215.7 #93 2 63.84

18 W Beta-lactoglobulin DAQSAPL 700.3414 1.97E-08 81.6 59.8 #52 1 36.95

19 W Beta-lactoglobulin  YVEELKPTPE 1203.6055 5.19E-11 20.8 16 #1257,#245 1,2 58.18

20 W Beta-lactoglobulin  VEELKPTPEG 1111.5784 [10] G+14.02 9.87E-11 43.2 43.4 #1947,#430 1,2 42.73

21 W Beta-lactoglobulin  GLDIQ 544.2873 1.27E-07 48.4 26.7 #55 1 28.82

22 W Beta-lactoglobulin  GDLEI 545.2705 1.44E-06 59.4 24.7 #191 1 30.65

23 C2 low Ca

2+

Alpha-S1-casein AMEDIK 705.3353 6.72E-06 85.2 36.5 #289,#320 1,2 33.93

24

C2 low Ca

2+

Alpha-S1-casein  FVAPFPEV 904.4693 5.11E-12 34.7 71.6 #25,#499 1,2 30.27

25

C2 low Ca

2+

Alpha-S1-casein  FVAPFPEVFG 1108.5616 7.55E-08 87.4 377.7 #219,#689 1,2 41.79

26

C2 low Ca

2+

Alpha-S1-casein  VAPFPEV 757.4008 1.40E-07 37.0 8.5 #2,#1088 1,2 41.1

27

C2 low Ca

2+

Alpha-S1-casein  FVAPFPE 805.3987 1.23E-05 59.8 25.7 #97,#1405 1,2 32.49

28

C2 low Ca

2+

Alpha-S1-casein  LEIVPN 683.3861 7.32E-04 96.2 15 #31 1 38.32

29

C2 low Ca

2+

Alpha-S1-casein  KVPQLEIVPN 1135.6616 5.94E-03 146.6 90.4 #803,#220 1,2 31.53

30

C2 low Ca

2+

Alpha-S2-casein KITVDDK 817.4532 1.04E-09 58.4 101.5 #656,#358 1,2 44.09

31

C2 low Ca

2+

Alpha-S2-casein NMAINPSKEN 1196.4913 [7] S+79.97 3.64E-06 59.4 16.1 #488 2 30.53

32 C2 low Ca

2+

Alpha-S2-casein KTVDMESTEV 1217.4923 [7] S+79.97 5.81E-04 55.9 4 #2589,#965 1,2 56.68

33 C2 low Ca

2+

Alpha-S2-casein NAVPIT 613.3427 2.80E-03 45.3 2.9 #266 1 33.12

34 C2 low Ca

2+

Beta-casein  VLPVPQ 651.3954 1.41E-12 24.8 45.2 #3,#1106 1,2 35.74

35 C2 low Ca

2+

Beta-casein  MHQPHQPLPPT 1281.6329 5.56E-12 24.3 45.9 #544,#88 1,2 74.89

36 C2 low Ca

2+

Beta-casein  AVPYPQ 673.3415 2.31E-09 49.9 46.8 #4,#3093 1,2 42.82

37 C2 low Ca

2+

Beta-casein  QEPVLGPV 837.4591 2.45E-08 72.5 159.3 #72,#3394 1,2 34.28

38 C2 low Ca

2+

Beta-casein  VVPPFLQPE 1024.5579 7.80E-08 42.9 27.4 #161,#407 1,2 35.06

39 C2 low Ca

2+

Beta-casein  NIPPLTQTPVVVPPFLQPEV2184.2239 1.01E-07 116.5 2475.2 #263,#665 2,3 37.11

40

C2 low Ca

2+

Beta-casein  VVPPFLQPEV 1123.6302 1.31E-07 100.1 240.7 #48,#131 1,2 48.73

41

C2 low Ca

2+

Beta-casein  NIPPLTQTPV 1078.5999 3.35E-07 46.0 11.3 #700 2 38.14

42

C2 low Ca

2+

Beta-casein  PVVVPPFLQPEVMG1507.8162 3.64E-07 55.1 28.7 #2214,#278 1,2 60.63

43

C2 low Ca

2+

Beta-casein  YQEPV 634.2975 1.29E-06 45.9 13.1 #39 1 32.44

44

C2 low Ca

2+

Beta-casein  SLPQNIPPLTQTPV1503.835 1.96E-06 87.0 66.3 #590,#282 1,2 42.64

45

C2 low Ca

2+

Beta-casein  LVYPFPGPIPN 1212.6536 5.07E-05 49.4 9.6 #250 2 75.92

46

C2 low Ca

2+

Beta-casein  RGPFPI 685.3875 5.10E-05 62.6 10.9 #745 2 34.64

47 C2 low Ca

2+

Beta-casein  VYPFPGPIPN 1099.5727 5.53E-04 49.3 3 #5,#127 1,2 69.13

48 C2 low Ca

2+

Beta-casein  LNVPGEIVESL 1248.6032 [10] S+79.97 7.46E-04 65.8 8.8 #170,#273 1,2 54.03

49 C2 low Ca

2+

Beta-casein  QEPVLGPV 820.4328 [1] Q-17.03 4.35E-03 122.3 78.2 #283 1 29.7

50 C2 low Ca

2+

Kappa-casein  YQQKPV 761.4063 1.02E-07 47.9 16.1 #211,#164 1,2 29.88

51 C2 low Ca

2+

Kappa-casein  YQQKPVA 832.4441 5.58E-03 33.7 2.8 #574,#517 1,2 34.54

a

: matrix in which mentionned peptides have the highest mean quantity copared to all matrices; 

b

:monoisotopic mass; 

c

: between bracket = number of the amino acid (AA)  + mass increment; 

d

: maximum coefficient of 

variation; 

e

: gathering of peptide ions having the same amino acid sequence; 

f

: charge state of gathered peptide ions; 

g

: best identification score re-imported from Peaks Studio v8.5.

