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Figure S1. Representative base peak intensity (BPI) chromatograms of FBDA-derivatized
peptides obtained from chicken luncheon loaf samples, SCX fractionated, and analyzed by
DIA-MSF in positive ion mode. A) fraction 1, B) fraction 2, C) fraction 3, D) fraction 4, E)
fraction 5, F) fraction 6
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Figure S2. Representative base peak intensity (BPI) chromatograms of FBDA-derivatized
peptides obtained from chicken luncheon loaf samples analyzed by DIA-MSEF in negative ion
mode. A) fraction 1, B) fraction 2, C) fraction 3, D) fraction 4, E) fraction 5, F) fraction 6
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Figure S3. Representative base peak intensity (BPI) chromatograms of FBDA-derivatized
peptides obtained from beef luncheon loaf samples, SCX fractionated, and analyzed by DIA-
MSE in positive ion mode. A) fraction 1, B) fraction 2, C) fraction 3, D) fraction 4, E) fraction 5,
F) fraction 6
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Figure S4. Representative base peak intensity (BPI) chromatograms of FBDA-derivatized
peptides obtained from beef luncheon loaf samples analyzed by DIA-MSF in negative ion
mode. A) fraction 1, B) fraction 2, C) fraction 3, D) fraction 4, E) fraction 5, F) fraction 6
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Figure S5. Representative base peak intensity (BPI) chromatograms of FBDA-derivatized
peptides obtained from 10% chicken / 90% pork luncheon loaf samples, SCX fractionated, and
analyzed by DIA-MSF in positive ion mode. A) fraction 1, B) fraction 2, C) fraction 3, D)
fraction 4, E) fraction 5, F) fraction 6
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Figure S6. Representative base peak intensity (BPI) chromatograms of FBDA-derivatized
peptides obtained from 10% chicken / 90% pork luncheon loaf samples analyzed by DIA-MSF
in negative ion mode. A) fraction 1, B) fraction 2, C) fraction 3, D) fraction 4, E) fraction 5, F)

fraction 6
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Figure S7. Representative base peak intensity (BPI) chromatograms of FBDA-derivatized
peptides obtained from 10% chicken / 90% beef luncheon loaf samples, SCX fractionated, and
analyzed by DIA-MSF in positive ion mode. A) fraction 1, B) fraction 2, C) fraction 3, D)
fraction 4, E) fraction 5, F) fraction 6



A

Relative intensity
3

T V:i\'p\,:\,;;,w,“;:,v,“xi¢¢.':'«’°:x'/\/\\fv\/\/\fvm

Relative intensity
3

L exs . /\\A o~ A/\/\/\/\/\AM/\/ »N\/\NN/\MAN\»»\»A R A e e e R

Relativeintensity
3

e “~M/\J\,i\A/\/\[\f\/\\/\/‘\; AA\’;N'\I\\,/\J\”»W,/[\\ SN . DA ATy T N T ST A T A N’J«\{TM R

>
k]
g
£
. -
>
&
o
« 1032 "o
Y\
Zz s
£
o
2 -
Z woasiose go
ki [/\/\
o«
>
g WM V\/\« A
£ - ’“\f/\/\/\f"‘v’vw 0sa
] R An A,
2 ™ MV MV A AN A
K W Maval
7]
2 |F

Figure S8. Representative base peak intensity (BPI) chromatograms of FBDA-derivatized
peptides obtained from 10% chicken / 90% beef luncheon loaf samples, SCX fractionated, and
analyzed by DIA-MSF in negative ion mode. A) fraction 1, B) fraction 2, C) fraction 3, D)
fraction 4, E) fraction 5, F) fraction 6.



Table S1. Pig (Sus scrofa, Uniprot ID UP000008227) specific peptides detected in pork
luncheon loaf sample, before and after strong cation exchange (SCX) fractionation (Fraction

1-6). Positive detection (+) indicates the peptide was identified in non-fractionated sample or

a corresponding SCX fraction, while (-) indicates absence.

Species Accession
No. Non- FR | FR | FR | FR | FR | FR
P P . Pepti
(U?llj)mt rotein (UniProtKB/ eptide sequence fractionated | 1 | 2 | 3 | 4 | 5 | 6
TrEMBL)
MFLGFPTTK + - - _ - _
Hemoglobin VGGQAGAHGAEALER - - - - - _
Pig - Sus subunit A0A4X1UIB6
scrofa alpha TYFPHFNLSGSDQVK + N A
(UP0000082
27) Troponin T,
fast skeletal A0A287AFK2 | QKYDIINLR - + - - - - -
muscle
Myosin-2 AOA8DIL3D5 | QAYTQQIEELKR - + - - - - -
Creatine
AOA8DILIL8 | ALTLEIYKK + + - - - - -

kinase




