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 Typical examples of the chromatograms obtained by GC/MS analysis of legume samples, are 
presented in Figures S1–S5. 

 

Figure S1. An example of the chromatogram obtained by GC/MS analysis of bean samples. 

 



 

Figure S2. An example of the chromatogram obtained by GC/MS analysis of snap bean samples. 

 

 

Figure S3. An example of the chromatogram obtained by GC/MS analysis of faba bean samples. 

 



 

Figure S4. An example of the chromatogram obtained by GC/MS analysis of pea samples. 

 

 

Figure S5. An example of the chromatogram obtained by GC/MS analysis of grass pea samples. 

 


