Figure S1. Three-dimensional structural model of CelA257 protein. (a) Surface display of CelA257
protein. (b) Ribbon display of CelA257 protein. (c) Surface display of catalytic domain. (d) Ribbon
display of catalytic domain. (e) The active location in the catalytic domain’s cleft. The ribbon in
green stands for CelA257, and the ribbon in cyan stands for 1UP3. (f) The structure of amino acid
residues in the active site. Red sticks are used to stand for the amino residues of CelA257, while
blue sticks stand for the amino residues of 1TUP3.
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Figure S2. Lineweaver-Burk plots of CelA257 using CMC as substrate.

06

05 |
c
‘D 04 |
o+
o
—
o 03
00
€
~ o
2
>
< i
i

0.4 0.3 0.2 0.1 0.3 0.4 0.5

’ 1/S (?ﬁlg/mL)Q2



