SUPPLEMENTARY INFORMATION

The Effects of Paddy Cultivation and Microbiota Members on Arsenic Accumulation in Rice Grain
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Figure S1. Various Images of Rice Sampling.
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Samples
Table format: Group A Group B Group C Group D Group E Group F Group G
Grouped P K Mn Fe Cu Zn As
d b
1 DKS1 26.30452 3393.143 1.471 27.839 0.522 0.000 1.753
2 DKs2 7.85378 2848.286 3.036 0.740 0.020 3.356 1.529
3 DKsS3 49.28000 2308.761 2.273 0.740 0.253 1.825 1.684
4 DKs4 93.00000 3991.365 7.227 0.740 0.473 19.008 1.934
5 UKS1 411.31270 7319.941 25.455 57.070 1.338 1.447 6.515
6 UKS2 635.20800 8356.629 1.237 11.702 2.216 11.401 9.876
7 UKS3 475.64000 7991.434 3.122 10.531 0.705 2.217 11.987
8 UKs4 828.00000| 12443.950 5.484 0.740 0.775 14.949
9 GDs1 67.98924 2590.427 52.422 159.760 2.957 0.509
10 GDSs2 33.73766 2520.335 0.314 2.152 0.671 2.349
11 GDS3 28.38000 2680.144 1.703 6.805 1.314 2.365
GDS34 46.00000 2760.579 0.040 0.740 0.853 16.313
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Tahle format: Group A Group B Group C Group D
Grouped P K Mn Fe
A
1 DKG1 2474.89 3273.70 113.09 71.32
2 UKG1 1994.48 2329.61 74.71 45.47
3 GDG1 2821.10 4551.39 148.00 85.32
4 DKK1 233.17 9439.42 200.06 129.54
5 GDKA1 674.37 10355.64 270.65 169.32
6 UKK1 424 .39 4846.94 268.82 78.15
7 DKP1 3125.30 4013.06 28.18 49.11
8 GDP1 3079.80 3428.45 28.14 54.63
9 UKP1 2865.89 3422.86 39.25 53.73
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Figure S2. Graphics Related to Arsenic Amounts of Rice Agricultural Land Samples and Chemical

Analysis Results. A: Soil, B: Water, C: Sludge, D: Root, E: Shoot, F: Grain and husk.
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Figure S3. Classis-level taxonomic fingerprint of water, soil and sludge samples from rice farming (The
figure was created using SILVA NGS 1.4 v138.1).
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Figure S4. Order-level taxonomic fingerprint of water, soil and sludge samples from rice farming (The
figure was created using SILVA NGS 1.4 v138.1).
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Figure S5. Species-level taxonomic fingerprint of water, soil and sludge samples from rice farming (The
figure was created using SILVA NGS 1.4 v138.1).



Table S1. Shannon Index Value of Samples.

Sample Name | Shannon Index
DKB1 8.57
DKB2 8.62
DKB3 8.56
DKB4 8.20
DKS1 7.00
DKS2 8.30
DKS3 8.42
DKS4 7.81
DKT1 8.82
GDB1 8.41
GDB2 8.13
GDB3 9.02
GDB4 8.65
GDS1 8.27
GDS2 8.00
GDS3 8.65
GDS4 8.17
GDT1 9.07
UKB1 8.23
UKb2 7.86
UKB3 8.17
UKB4 8.70
UKS1 8.09
UKS2 8.26
UKS3 7.55
UKS4 8.21
UKT1 8.92




