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Table S1. Primers used in this study. 

Primers Sequences 

bamtg-F-NcoI CATGCCATGGGCATTATCATATCCGGCCAAGT 

bamtg-R-HindIII CCCAAGCTTATGCATGATCTGATAAAGCG 

bcetg-F-NcoI CATGCCATGGGCATTGTAATAGGCCGTTCTATTGTAC 

bcetg-R-NotI AAGGAAAAAAGCGGCCGCATAAACTGTAGTTGTGTTGCCAAC 

bsatg-F-NcoI CATGCCATGGGCATTATCCTTTCAGGAAAGCC 

bsatg-R-HindIII CCCAAGCTTGCTGCCAAACATTTGCC 

bartg-F-NcoI CATGCCATGGGCATTAAAGTTAACCAACAAATTGTG 

bartg-R-HindIII CCCAAGCTTAGCTACATACGTAATCGACCC 

Underline indicated restriction recognition sites. 
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Figure S1. Multiple alignments analysis of protein sequences for BAMT, BCETG, BSATG, and BARTG with software 

DNAMAN. The similar amino acids were labeled in grey and the identical amino acids were highlighted in solid black. 

The active sites were presented in yellow color. 
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Figure S2. The purified rTGs analyzed using SDS-PAGE. (a) Purified BAMTG. (b) Purified BCETG. (c) Purified BSATG. 

(d) Purified BARTG. Lane M: Standard protein ladder; Lane 1: purified BAMTG, BCETG, BSATG, and BARTG.  
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Figure S3. Distance between the active center of BCETG and MDC as a function of time (100 ns) at 323 K and 353 K. 
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Figure S4. LC-MS evaluation of the cross-linked peptides of ADEKKFWGK and QNCDQFEK from cross-linked BSA. 

(a) EIC of the cross-linked peptides ADEKKFWGK-QNCDQFEK and QNCDQFEK. (b) Mass spectrum of cross-linked 

peptide ADEKKFWGK-QNCDQFEK. (c) Mass spectrum of peptide QNCDQFEK. 

 

 

 


