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Table S1. Primers used in this study.

Primers

Sequences

bamtg-F-Ncol

bamtg-R-HindIII

beetg-F-Ncol

beetg-R-Notl

bsatg-F-Ncol

bsatg-R-HindIII

bartg-F-Ncol

bartg-R-HindIII

CATGCCATGGGCATTATCATATCCGGCCAAGT

CCCAAGCTTATGCATGATCTGATAAAGCG

CATGCCATGGGCATTGTAATAGGCCGTTCTATTGTAC

AAGGAAAAAAGCGGCCGCATAAACTGTAGTTGTGTTGCCAAC

CATGCCATGGGCATTATCCTTTCAGGAAAGCC

CCCAAGCTTGCTGCCAAACATTTGCC

CATGCCATGGGCATTAAAGTTAACCAACAAATTGTG

CCCAAGCTTAGCTACATACGTAATCGACCC

Underline indicated restriction recognition sites.



BSUTG : [IVSGQLLR PQDIENWQ-I DQNLNPL'KE MIETPVQFD HSIAEMZEL K AA.| K 2 KTY( T, LRVSP] LASKYRMP - K 3R Pl L! DTI: DI S:DRIT) : 149
BAMTG : IIISGQVLR PQDIANWQ-T EKSLVPY NE LLNSPVQFD! GSIAH V R EA.| RI ) T A LURVTP] LAKYRIP - K. 1] V' KTI: El RIRDI' : 149
BCETG : TGRSIVH PYITNEYEPF ANEKQQI'ST MAGNQEIYS: RTSC DL N [TS.| LI E R SF( Q LKRTS] FARLPNIP = T ¥ ALY:OE L JANL] : 150
BSATG : ILSGKPVT NEQLASFQ-L EGQKRII'MQ LQASNDTFR! RQA V TAS] A RI Si TI3QRSR: A URVSE! LARYQVE:: R S| V' QTV: :El RIRSL' U : 149
BARTG : VNQQIVK ISDLNNSS-L TKEKADI'KQ MDAYREVYE ATFD( V S|/ LQUIESS Vi {F| RSR K {UKRTD! FUBLPTVS:H Q V' NNICK; LJADL' : 149
BSUTG :  HEK-JPIY EDK/F LNGK I m LSQBAVP STFRIVR— — : 245
BAMTG : HMEH-I#PIY. NDQ F L AE Uq A I8 LNQA INL'AP AYQIMH—— —————————n ——mmmme e : 245
BCETG : QDBKLI - KTEGDLVPEY LVAG RIZVN “ATI NFF Y K/ KE RH W‘;kl I8 TDTIUNI'SR L_SYHASPST PQTSIGFIPI RDDAIVATVG NTTTVY : 276
BSATG : HYDT-{#SIY | EI EDQ Y L AA H RPGH i LPQT M VI Y RQMFGS— ———————= ———————— = : 246
BARTG :  QUDEDUELHG ETLUF GELE T/ RE KE mmﬂx SDEIVELHTA HISYFAVRYE PVVWYD—— RNSAIISTIG SITYVA ;271

Figure S1. Multiple alignments analysis of protein sequences for BAMT, BCETG, BSATG, and BARTG with software
DNAMAN. The similar amino acids were labeled in grey and the identical amino acids were highlighted in solid black.

The active sites were presented in yellow color.
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Figure S2. The purified rTGs analyzed using SDS-PAGE. (a) Purified BAMTG. (b) Purified BCETG. (c) Purified BSATG.

(d) Purified BARTG. Lane M: Standard protein ladder; Lane 1: purified BAMTG, BCETG, BSATG, and BARTG.
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Figure S3. Distance between the active center of BCETG and MDC as a function of time (100 ns) at 323 K and 353 K.
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Figure S4. LC-MS evaluation of the cross-linked peptides of ADEKKFWGK and QNCDQFEK from cross-linked BSA.
(a) EIC of the cross-linked peptides ADEKKFWGK-QNCDQFEK and QNCDQFEK. (b) Mass spectrum of cross-linked

peptide ADEKKFWGK-QNCDQFEK. (¢) Mass spectrum of peptide QNCDQFEK.



