Sequence Type Subdivisions of non-IPEC
Virulence Groups Containing = 5 Isolates
from Humans
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Supplemental Figure S1. A comparison of sequence type/
virulence group combinations shows how the human
proportion of isolates from a given sequence type differs by
virulence group. Label format is ST followed by virulence
group (e.g. ST10 Cplx .29 is the ST10 Cplx from virulence
group 29)



Composition of Virulence Groups by Phylotype, Organization, Isolation Source and Sequence Type
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Supplemental Figure S2. An overview of virulence groups organized by: virulence gene profile dendrogram; relative risk group and size; and composition by phylogenetic group,
contributing organization, isolation source and sequence type. Corresponding data can be found in Supplemental Tables 1-5. Animal isolation sources are the combined results from all
contributing organizations
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