
Table S1. Growth of 31 strains of lactic acid bacteria isolated from traditional fermented products in MRS 
broth at 37°C for 18 h as shown with viable bacterial counts (n = 3, x ± SD). 

Strain 
Viable bacterial 

count(log cfu/ml) Strain 
Viable bacterial 

count(log cfu/ml) Strain 
Viable bacterial 

count(log cfu/ml) 
Lpb. pentosus PC11 10.35±0.27 Lpb. plantarum P6 9.65±0.15 Lpb. pentosus PC1 6.93±0.10 

Lpb. plantarum 

NMGL2 
10.19±0.15 Lcb. casei JS2 9.61±0.09 

Lpb. plantarum 

NMGL4 
6.86±0.23 

Lpb. plantarum P4 10.18±0.04 Lcb. casei JS1 9.57±0.20 Lab. brevis JS5 6.37±0.39 
Lpb. plantarum 

NMGL1 
10.14±0.15 Lab. brevis PC9 8.94±0.53 Lpb. pentosus PC13 6.21±0.27 

Lpb. plantarum P3 10.10±0.03 Lab. brevis PC3 8.76±0.17 Lpb. pentosus PC4 6.15±0.51 
Lpb. plantarum 

NMGL3 
10.07±0.07 Lab. brevis PC2 8.70±0.15 

Lpb. plantarum 

NMGL5 
5.98±0.05 

Lpb. plantarum PC10 10.06±0.06 Lab. brevis PC6 8.68±0.13 Lab. brevis JS3 5.84±0.31 
Lpb. plantarum P2 9.88±0.07 Lab. brevis PC5 8.60±0.24 Lab. brevis JS4 5.19±0.52 

Lpb. plantarum P5 9.82±0.07 Lab. brevis PC7 8.47±0.20 Lpb. plantarum PC12 5.18±0.43 

Lpb. plantarum P7 9.79±0.20 Lab. brevis PC8 8.45±0.20   

Lpb. plantarum P1 9.71±0.30 Lpb. pentosus P7 7.02±0.20   

 
 
Table S2: The gene sequence of Lpb. plantarum NMGL2 
 
GGGAGGGCGCGTGCTATAATGCAGTCGAACGAACTCTGGTATTGATTGGTGCTTGCATCATGATTTACATTTG
AGTGAGTGGCGAACTGGTGAGTAACACGTGGGAAACCTGCCCAGAAGCGGGGGATAACACCTGGAAACA
GATGCTAATACCGCATAACAACTTGGACCGCATGGTCCGAGTTTGAAAGATGGCTTCGGCTATCACTTTTGGA
TGGTCCCGCGGCGTATTAGCTAGATGGTGGGGTAATGGCTCACCATGGCAATGATACGTAGCCGACCTGAGA
GGGTAATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATCTTCC
ACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGGTTTCGGCTCGTAAAACTCTGTT
GTTAAAGAAGAACATATCTGAGAGTAACTGTTCAGGTATTGACGGTATTTAACCAGAAAGCCACGGCTAACT
ACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCA
GGCGGTTTTTTAAGTCTGATGTGAAAGCCTTCGGCTCAACCGAAGAAGTGCATCGGAAACTGGGAAACTT 
GAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTG
GCGAAGGCGGCTGTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGTATGGGTAGCAAACAGGATTAGATAC
CCTGGTAGTCCATACCGTAAACGATGAATGCTAAGTGTTGGAGGGTTTCCGCCCTTCAGTGCTGCAGCTAAC
GCATTAAGCATTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCGCAC
AAGCGGTGGAGCATGTGGTTTAATTCGAAGCTACGCGAAGAACCCTTACCAGTCTTGACATACTATGCAAAT
CTAAGAGATTAGACGTTCCCTTCGGGGACAATGGATACAGTGGTGCATGGTTGTCGTCAGCTCGTGTCGTGA
GATGTTGGATAAGTCCGCAACGAGCGCAACCTTATTATCAGTGCAGCATAAGTGGCACTCTGGTGAGACTGC
CGTGACAACCGAGAGTGGGATGACGTCAATCATCATGCCTATGACTGCTAACACGTGCTACATGATGGTACA
CGAGTTGCGAACCTCGCGAAG 
 
 
Table S3. The expression levels of low temperature and acid-resistant proteins in Lpb plantarum 
NMGL2 in fermented milk stored at low temperature (4°C) for days 1, 7, 14, and 21. 



 Day 1 Quantity Day 7 Quantity Day 14 Quantity Day 21 Quantity 
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