Table S1. Consensus of linear and conformational IgE binding epitopes of five LTP allergens,

along with the experimentally validated B-cell epitopes of Peach LTP.

PEACH
Consensus of predicted linear and conformational B-cell epitopes of Peach LTP
S. No. Predicted B-cell epitopes Position Prediction servers
1 ITCGQVSSSLAPCIPYVRGGGAV 28-50 ABCpred, BCEPred, BepiPred 2.0,
2 IRNVNNLARTTPDRQAAC 58-75 LBtope, COBEpro, SVMTriP, iBCE-
3 CGVSIPYKIS 100-109 EL and CBTOPE
Experimentally validated B-cell epitopes of Peach LTP, Garcia-Casado et al., 2003
1 APCIPYVRGGGAVPP 11-25
2 IRNVNNLARTTPDRQ 31-45 Validated via. IgE binding studies
3 GKCGVSIPYK 71-80
GARDEN PEA
Consensus of predicted linear and conformational B-cell epitopes of garden pea LTP
S. No. Predicted B-cell epitopes Position Prediction servers
1 QAPNNASPPP 44-53 ABCpred, BCEPred, BepiPred 2.0,
2 IPKLNTNNAAA 86-96 LBtope, COBEpro, SVMTTiP, iBCE-
3 GVSIPYKISTSTNCNTV 102-118 EL and CBTOPE
LENTIL
Consensus of predicted linear and conformational B-cell epitopes of lentil LTP
S. No. Predicted B-cell epitopes Position Prediction servers
1 KGGPGPSPQC 44-53 ABCpred, BCEPred, BepiPred 2.0,
2 TIDRRA 67-72 LBtope, COBEpro, SVMTriP, iBCE-
3 LPGKCGVR 95-102 EL and CBTOPE
GREEN BEAN
Consensus of predicted linear and conformational B-cell epitopes of green bean LTP
S. No. Predicted B-cell epitopes Position Prediction servers
1 NSARSTADRRG 60-70 ABCpred, BCEPred, BepiPred 2.0,
LBtope, COBEpro, SVMTriP, iBCE-
2 LPGKCGVNIPYKISTSTN 93-110 EL and CBTOPE
PEANUT
Consensus of predicted linear and conformational B-cell epitopes of peanut LTP
S. No. Predicted B-cell epitopes Position Prediction servers
ABCpred, BCEPred, BepiPred 2.0,
1 GVSIPYKISTSTN 98-110 LBtope, COBEpro, SVMTTiP, iBCE-
EL and CBTOPE

Table S2. Peptide similarity search of the predicted epitopes of chickpea and mung-bean LTP with

the known allergens in SDAP database. Only those similarity hits of the predicted B-cell epitopes

of LTPs with peptides of known allergens, were included which displayed a PD value of less than

4.
Chickpea LTP
Epitope 1: APCLGYLQGGPGPSAQ
Pgi:ﬁ;lal;ei?yce Start Matching region End
Index Residue Residue

Wheat Tria 14

3.78 11 RPCLSYVQGGPGPSGQ 26




Lentil Len ¢ 3 3.95 37 SPCLTYLTGGPGPSPQ 52
Epitope 2: RNLNSAAVTTPDRQA
Allergen Pg':ﬁ;lali‘e'nce Start Matching region End
g imilarity Residue Ing regl Residue
Index
Grlfﬁg fgan 3.34 58 RSLNAAAKTTPDRQA 72
Peach Prup 3 3.73 32 RNVNNLARTTPDRQA 46
St;“r:ze;ry 3.84 58 RSLNSAAKTTADRQA 72
Epitope 3: ISRLNANNAAALPGKCVVNIPYKISTSTNC
Allergen PlS)iri‘;;lal;‘;nce Start Matching region End
erge In dexty Residue ching reglo Residue
Lentil Lenc 3 1.99 84 ITKLNTNNAAALPGKCGVNIPYKISTTTNC 113
Apricot Pru ar 3 3.28 58 ISGVNPNNAAALPGKCGVNIPYKISASTNC 87
Cherry Pru av 3 3.42 84 VPGVNANNAAALPGKCGVNVPYKISPSTNC 113
Apple Mal d 3 3.64 82 ISGVNPNNAAGLPGKCGVNVPYKISTSTNC 111
Gr;k‘f: f‘;a“ 3.84 82 VRGLNPNNAQALPGKCGVNIPYKISTSTNC 111
Plum Prud 3 3.92 58 IPGVNPNNAAALPGKCGVNVPYKISASTNC 87
Mung-bean LTP
Epitope 1: ITCGQVASSLAPCISYLQKGGVPSA
Allergen Pls)isliilal;ei:l - Start Matching region End
& y Residue greg Residue
Index
I\ﬁlgi)irgy 3.70 1 ITCGQVSSSLAPCINYLRAGGVVPA 25
Peanut Arah 9 3.85 1 LSCGQVNSALAPCITFLTKGGVPSG 25
Epitope 2: LNSAASTTADRK
Aller Pg.Sefilue.nce Start Matchi . End
ergen imilarity Residue atching region Residue
Index
Strawberry 2.14 60 LNSAAKTTADRQ 71
Fraa3
Maize Zeam 14 2.72 63 LNNAARTTADRR 74
Mulberry 2.79 34 LNNAAKTTADRQ 45
Morn 3
Rubber latex 3.32 59 INNAAKTTADRR 70
Hev b 12
Epitope 3: CLKNLAGPKSGINEGNAASLPGKCKVNVPY
Allergen Pls)issilal;eince Start Matching region End
g In dexty Residue greg Residue
Pear Pyr ¢ 3 3.74 74 CLKNLAGSVSGVNPGNAESLPGKCGVNVPY 103
Apple Mal d 3 3.83 74 CLKNLAGSISGVNPNNAAGLPGKCGVNVPY 103
Cowpea LTP
Epitope 1: AEAVTCN
Allergen Pgirii;lal;eince Start Matching region End
g ty Residue chng reglo Residue
Index
Wheat Tria 18 3.55 200 AEAITAN 206
Pear Pyrc 3 3.84 22 AHAITCS 28




(A) |AJG44053.1 --MARSMKLACVALVICMVV-IAPMAEAALSCGTVSADMAPCVTYLQAPNNASPPPPCCA 57
CAA05771.1 ---MASMKVVCVALIMCIV--IAPMAESAITCGRVDTALAPCLGYLQGG--PGPSAQCCG 53
AAX35806.1 ---MASLRVSCLVALMCMVVISAPMAEAAISCGTVSGALVPCLTYLKGG--PGPSPQCCG 55
AGW21358.1 MAYSAMTKLALVV-ALCMV-VSVPIAQ-AITCGQVSSSLAPCIPYVRGG--GAVPPACCN 55
ADC80502.1 ---MASVKFACVV-VLCMVVVGAHTAQ-GMTCGQVQSNLVPCVTFLONG-~-GFVPAGCCN 53
ABX56711.1 ———MASLKFAFVM LVCMAMVGAPMVN-AISCGQVNSALAPCIPFLTKG--GAPPPACCS 53

2o . «e wiiEE W, t2Ry S0 **
AJG44053.1 GVKKLLAAATTTPDROAACNCLKSAAGSI PKLNTNNAAALBGKCGV PYKISTSTNCNT 117
CAA05771.1 GVRNLNSAAVITPDROAACNCLKSAAGS I SRLNANNAAALPGKC PYKISTSTNCAT 113
AAX35806.1 GVKRLNGAARTTEDREAACNCLKSSAGSISGLKPGNVATILEGKC p!.:l:s'rs'mcm‘ 115
AGW21358.1 GIRNVNNLARTTED CNCLKQLSASVPGVNPNNAAALPGKCGVSIPYKISESTNCAT 115
ADC80502.1 GVRNIMNS% ICNCLKTAAGAVRGLNPNNAQALPGKC PYKISTSTNCAS 113
ABX56711.1 GVRGLLGALR mcncmssmsmqmmnp*sv PYKISTSTNCAT 113
*:o Tk okki kkkkk o shkkok sk *g:**.**:***;*
AJG44053.1 VRF 120
CAA05771.1 IRV 116
AAX35806.1 IRF 118
AGW21358.1 VK- 117
ADC80502.1 IN- 115
ABX56711.1 IKF 116

) AJG44053.1 'YLOAPNNASPPPPCCA 57
ARX35806.1 ! ITYLKGG-—-PGPSPQCCG 55
AGW21358.1 MAY SAMTKLALVV-ALCM-VVSVPIAQ-AITCGQVSSSLAPCIPYVRGG-—GAVPPACCN 55
CCF23017.1 ---MASLKVACMVAVVFMVVVSAHMAH-AITCGOVASSLAPCIS YL.QKG--GVPSASCCS 54
ADC80502.1 -——-MASVKFACVV-VLCMVVVGAHTAQ-G CUTFLONG--GFVPAGCCN 53
ABX56711.1 - --MASLKFAFVM-LVCMAMVGAPMVN-ATSCGOW : PFLTKG--GAPPPACCS 53

= s . ] 1 . . E'T 3
| i
AJG44053.1 GVEKKLLAAATTTPDRQAACNCLKSAAGS IPKLNTNNAAALPGKCGVS I.E'!KI STHMCNT 117
AAX35806.1 GVKRLNGAARTTIDRRAACNCLKSSAGS I SGLKPGNVATLPGKCGVRLEBYMISTSTNCNT 115
AGW21358.1 GIRNVNNLARTTPDRQAACNCLKQLSASVPGVNPNNAAATLPGKCGVS IPYKI TNMCAT 115
CCF23017.1 GVEKALN SAASTTADRKTACNCLKNIAGPKSGINEGNAASLPGKCKVN’V:EYKI FTNCAN 114
ADC80502.1 GVRNIMNSARSTADRRGICNCLKTAAGAVRGLNPNNAQALPGKCGVNIPYKISTSTNCAS 113
ABX56711.1 GVRGLLGALRTTADRQAACNCLKAAAGSLRGLNQGNAAAT.PGRCGVS IP’!KI STNCAT 113
LR sk dkk:  kkkkk - 1 Lk, ckkkok k r** *1—- ko
AJG44053.1 VRF 120
AAX35806.1 IRF 118
AGW21358.1 VK- 117
CCF23017.1 IK- 116
ADC80502.1 IN- 115
ABX56711.1 IKF 116

Figure S1. Multiple sequence alignment (MSA) of the query protein with five allergenic LTPs,

fully and partially conserved residues are denoted by “*’, :” & “.” (A) & (B) Chickpea and mung-

bean LTPs (accession no.), respectively were highlighted in yellow and the corresponding epitopic

regions common to the query protein and the reported allergens were marked in cyan, while the

partially conserved residues were marked in magenta.



A)

(B)

CAA56113.1 MTMKMKMKMS VVCAVVVVALFLIDVGPVAE-AVTCNP--TELSSCVPAITGG--SKPSST 55
AJG44053.1 —-——-MARSMKLACVALVICMVV-I-APMAEAATLSCGTVSADMAPCVTYLQAPNNASPPPP 54
AAX35806.1 = —-——- MASLRVSCLVALMCMVVIS-APMAEAAISCGTVSGALVPCLTYLKGG--PGPSPQ 52
AGW21358.1 --MAYSAMTKLALVV-ALCMV-VS-VPIAQ-AITCGQVSSSLAPCIPYVRGG--GAVPPA 52
ADC80502.1 =  =—-==—- MASVKFACVV-VLCMVVVG-AHTAQ-GMTCGQVQSNLVPCVTFLONG--GFVPAG 50
ABXS56711.1 = ----- MASLKFAFVM-LVCMAMVG-APMVN-AISCGQVNSALAPCIPFLTKG--GAPPPA 50
. . I . %* = .
CAA56113.1 CCSKLKVQ--—-—————-— EPCLCNYIKNPSLK-QYVNSPGAKKVLSNCGVTYPNC----—-- 99
AJG44053.1 CCAGVKKLLAAATTTPDRQAACNCLKSAAGSIPKLNTNNAAALPGKCGVSIPYKISTSTN 114
AAX35806.1 CCGGVKRLNGAARTTIDRRAACNCLKSSAGSISGLKPGNVATLPGKCGVRLPYTISTSTN 112
AGW21358.1 CCNGIRNVNNLARTTPDRQAACNCLKQLSASVPGVNPNNAAALPGKCGVSIPYKISASTN 112
ADCB0502.1 CCNGVRNIMNSARSTADRRGICNCLKTAAGAVRGLNPNNAQALPGKCGVNIPYKISTSTN 110
ABX56711.1 CCSGVRGLLGALRTTADRQAACNCLKAAAGSLRGLNQGNAAALPGRCGVSIPYKISTSTN 110
* % HE . *k .k H . L kkk *
CAA56113.1 =  —-————- 99
AJG44053.1 CNTVRF 120
AAX35806.1 CNTIRF 118
AGW21358.1 CATVK- 117
ADC80502.1 CASIN- 115
ABX56711.1 CATIKF 116
x3_020207090.1 MGEKEVLGLVMEFVMAY TLAMITHTASDI PATCNGDEPVLTFCGPYLVNK-VPNPSSDCCK 59
AJG44053.1 --MARSMKLACVALVICMVV-IAPMAEAALSCGTVSADMAPCVTYLOAPNNASPPPPCCA 57
ARX35806.1 —---MASLRVSCLVALMCMVVISAPMAEAAISCGTVSGALVPCLTYLKGG--PGPSPQCCG 55
AGW21358.1 MAYSAMTKLALVV-ALCMV-VSVPIAQ-AITCGQVSSSLAPCIPYVRGG--GAVPPACCN 55
ADC80502. 1 - - -MASVKFACVV-VLCMVVVGAHTAQ-GMTCGOVQSNLVEPCVTFLONG--GEVPAGCCN 53
ABX56711.1 —---MASLKFAFVM-LVCMAMVGAPMVN-AISCGQVNSALAPCIPFLTKG--GAPPPACCS 53
. . .k . * - *%k
XP 020207090.1 GATKVFNRAMGDNTGQGIRDLCNCLRGAGP-SLGFQQPNLINLPSLCGIKTTFSMPLCIL 118
AJG44053.1 GVEKLLAAATT---TPDRQAACNCLKSAAGSIPKLNTNNAAALPGKCGVSIPYKISTSTN 114
AAX35806.1 GVKRLNGAART---TIDRRAACNCLKSSAGSISGLKPGNVATLPGKCGVRLPYTISTSTN 112
AGW21358.1 GIRNVNNLART---TPDRQAACNCLKQLSASVPGVNPNNAAALPGKCGVSIPYKISASTN 112
ADC80502.1 GVRNIMNSARS---TADRRGICNCLKTAAGAVRGLNPNNAQALPGKCGVNIPYKISTSTN 110
ABX56711.1

XP 020207090.1

AJG44053.1
AAX35806.1
AGW21358.1
ADC80502.1
ABX56711.1

GVRGLLGALRT---TADRQAACNCLKAAAGSLRGLNQGNAAALPGRCGVSIPYKISTSTN 110
* : L1 hkkdk . . dk | dedk; I .

GPNVLLSNQEKNY 131

CNTVRF------- 120
CNTIRF------- 118
CATVK--=====~ 117
CASIN-------- 115




(C) XP 003549896.1 MKMGG--GCKCLVSLVLALVLMRSLAEAQSGSSTTCAQELIPCVNFLNGT--TTPPSSCC 56
AJG44053.1 --MARSMKLACVALVICMVV-IAPMAEA-ALSCGTVSADMAPCVTYLOQAPNNASPPPPCC 56
AAX35806.1 -—--MASLRVSCLVALMCMVVISAPMAEA-AISCGTVSGALVPCLTYLKGG--PGPSPQCC 54
AGW21358.1 MAYSAMTKLALVV-ALCMV-VSVPIAQ--AITCGQVSSSLAPCIPYVRGG--GAVPPACC 54
ADC80502.1 -==-MASVKFACVV-VLCMVVVGAHTAQ--GMTCGQVQSNLVPCVTFLONG--GFVPAGCC 52
ABX56711.1 -—--MASLKFAFVM-LVCMAMVGAPMVN--AISCGQVNSALAPCIPFLTKG--GAPPPACC 52

. . . - Y R * %
XP_003549896 ol DPLKQTV-—————~ ENQLDCLCNIFFSPGLLQSFNVSVDQALALSRRCGVTNGITSCTNG 109
AJG44053.1 AGVKKLLAAATTTPDRQAACNCLEKSA-AGSIPK--LNTNNAAAT.PGKCGVSIPYKISTST 113
AAX35806.1 GGVKRLNGAARTTIDRRAACNCLKSS-AGSISG--LKPGNVATLPGKCGVRLPYTISTST 111
AGW21358.1 NGIRNVNNLARTTPDRQAACNCLKQL-SASVPG--VNPNNAAALPGKCGVSIPYKISAST 111
ADC80502.1 NGVRNIMNSARSTADRRGICNCLKTA-AGAVRG--LNPNNAQALPGKCGVNIPYKISTST 109
ABX56711.1 SGVRGLLGALRTTADRQAACNCLKAA-AGSLRG--LNQGNAAATL.PGRCGVSIPYKISTST 109
H HEEE .o S L
XP 003549896.1 SAPAPGSGPPPVTPGGDKGGAGRVTFTGLSFLLLFWVSMLFN 151
AJG44053.1 NC-=-mmmmmm e mc e ———a NTVRF-====————eeeea——- 120
ARX35806.1 NC---——=—=—————————— NTIRF----——==—==———=—— 118
AGW21358.1 N e e e, ATVE === === === e 117
ADC80502.1 NC-—————mmmmmmmmmm oo ASIN-----=-———-———o—— 115
ABX56711.1 NC-—————— ATIKF-——————————————— 116

Figure S2: Multiple sequence alignment (MSA) of the query protein with five allergenic LTPs,
fully and partially conserved residues were denoted by “*’, > & “.” (A), (B) & (C) Cowpea,
Pigeonpea & Soybean LTPs, respectively (corresponding accession numbers highlighted in

yellow).



