Table S1. Target genes and oligonucleotide primers utilized in the study.
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aSpecie markers (S), virulence markers (V);

bQOligonucleotide primers and PCR conditions: a small amount of the purified strain was picked from the plate and transferred in 100 uL of sterile H20O. The DNA was extracted
by the boiling method at 100°C for 15 min, stored 2-3 min at -20°C and then centrifuged at 5000 x g at 4°C for 15 min, recovering the supernatant. Bacterial lysates were stored
at -20°C until use. For the PCR reactions 1 pL of each lysate was suspended with 2.5 uL 10X PCR Rxn Buffer (Invitrogen, Carlsbad, CA, USA), 1 uL MgSO4 (Invitrogen), 0.5 uL
dNTPs 100 Mm (Invitrogen), 1 uL of each primer, 0.2 uL of Tag-DNA Polymerase (Invitrogen), and sterile H20 to the mark of 25 uL. PCR reactions were electrophoresed at
100 V for 30 min on 1.5% agarose gel utilizing tris-acetate-ethylenediaminetetraacetic acid (TAE) buffer (Sigma Aldrich, St. Louis, MO, USA); Gel Red Nucleic Acid Stain
(Biotium, Hayward, CA, USA) was utilized as fluorescent nucleic acid stain, and bromophenol blue with 30% glycerol in PCR water and TrackIt™ 100 bp DNA Ladder
(Invitrogen) as loading buffer. The PCR products were evidenced by the transilluminator Bio-Rad Gel Doc™ XR, Trans-UV at 302 nm;
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