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Table S1. The sequences of the oligonucleotides in this work.

Name

Sequence (5" to 3)

Bapt

Tapt
Y1

Y2

Y3

Y1*

Y2*

Y3*

C1

C2

biotin-
GAGGAAAGTCTATAGCAGAGGAGATGTGTGAACCGAGTAA
TATGGCGGCGTCACCCGACGGGGACTTGACATTATGACAG

CTGTCATAATGTCAAGTCCCCGTCGGGTGACGCCGCCATATATGG
CGGCGCGCCGCCATATATGGCGGCGTCACCCGACGGGGACTTGA
C

CGTCGGGTGACGCCGCCATATATGGCGGCGCGCCGCCATAGGGA
CTTGACATTATGACAGTATGGCGGCGCGCCGCCATATATGGCGGC
G

TATGGCGGCGCGCCGCCATACTGTCATAATGTCAAGTCCCTATGG
CGGCGTCACCCGACGGGGACTTGACATTATGACAGTATGGCGGC
G

GTCAAGTCCCCGTCGGGTGACGCCGCCATATATGGCGGCGCGCC
GCCATATATGGCGGCGTCACCCGACGGGGACTTGAC

CGCCGCCATATATGGCGGCGCGCCGCCATAGGGACTTGACATTAT
GACAGTATGGCGGCGCGCCGCCATATATGGCGGCG

CGCCGCCATACTGTCATAATGTCAAGTCCCTATGGCGGCGTCACC
CGACGGGGACTTGACATTATGACAGTATGGCGGCG

CTGTCATAATGTCAAGTCCCCGTCGGGTGACGCCGCCATACTATC
TACTTACTCTTACTTTATGGCGGCGTCACCCGACGGGGACTTGAC

CGCCGCCATAAAGTAAGAGTAAGTAGATAGTATGGCGGCGTCAC
CCGACGGGGACTTGACCTATCTACTTACTCTTACTT
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Free energy of secondary structure: -56.52 kcal/mol Free energy of secondary structure: -45.61 kcal/mol Free energy of secondary structure: -41.29 kcal/mol

Tapt-Y1 Tapt-Y1-Y2 Y1-Y2-Y3

MEE structure at 37.0 C MFE structure at 37.0 C MFE structure at 37.0 C
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Free energy of secondary structure: -74.57 kcal/mol Free energy of secondary structure: -138.81 kcal/mol Free energy of secondary structure: -181.11 kcal/mol

Figure S1. Simulation and prediction on the secondary structures of the hairpins Y1,

Y2, Y3 and hybrids based on the NUPACK software.



Figure S2. TEM image of SMBs (A) and SMBs-Bapt-S. typhimurium (B).
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Figure S3. Effect of incubation time on conventional CHA (A). Sensitivity of
conventional CHA for detection of S. typhimurium with concentrations ranging from
5.2x10! to 5.2x10" CFU/mL (B). The insert shows the AUNPs visualization

colorimetric photo of the corresponding bacterial sample.
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Figure S4. Detection of S. typhimurium in contaminated milk using the on-site
colorimetric strategy based on Y-CHA circuit. The insert shows the AUNPs

visualization colorimetric photo of the corresponding bacterial sample.



