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Chloro[1-methallyl-3-benzyl)benzimidazol-2-ylidene]silver(I) (6)
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Chloro[1-methallyl-3-(2,3,5,6-tetramethylbenzyl)benzimidazol-2-ylidene]silver(I) (7)
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Chloro[1-methallyl-3-(3,4,5-trimethoxylbenzyl)benzimidazol-2-ylidene]silver(I) (8)
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Chloro[1-methallyl-3-(naphthylmethyl)benzimidazol-2-ylidene]silver(I) (9)
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Chloro[1-methallyl-3-(anthracen-9-yl-methyl)benzimidazol-2-ylidene]silver(I) (10)
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(a) ‘ (b)
Interaction details of Ciprofloxacin and Fluconazole with (a) DNA gyrase of Escherichia Coli
and (b) CYP51 from Candida albicans.
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Interaction details of complex 6 with DNA gyrase of Escherichia Coli.
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Interaction details of complex 6 with CYP51 of Candida albicans.
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Interaction details of complex 7 with DNA gyrase of Escherichia Coli.

Interaction details of complex 7 with CYP51 of Candida albicans.

GLY
A:308
PHE
A:475
GLY
A:472
ILE
A:304
LE N LEU
Azzys N A:139
Ag
ALA ILE
A:l4 E
6 &N A:131
A:142
ILE
LEU LEU "
A:204 A:300 @z
LYs
A:150 A:143
cvs
A:470 ARG
A:469

14




A:47
MET
VAL 2
A:120 EE
ASP
A:49
ILE
A:90
ILE
A:78
THR
A:165 o
GLU Ag o
A:50 N .
ASN
‘ N A:46
GLY, o
A:77

ARG
ARG
Al36  (A:76 PRO

A:79

Interaction details of complex 8 with DNA gyrase of Escherichia Coli.
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Interaction details of complex 8 with CYP51 of Candida albicans.
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Interaction details of complex 9 with DNA gyrase of Escherichia Coli.
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Interaction details of complex 9 with CYP51 of Candida albicans.
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Interaction details of complex 10 with DNA gyrase of Escherichia Coli.
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Interaction details of complex 10 with CYP51 of Candida albicans.
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