Table S1. Application of Al in GC detection.

. Sample  Verification Classification  C-index
No. First Author Data Sources . .
Size Mode Algorithms or AUC
1 Lida, M (2018)[13] Japan 5648 EV Cox 0.76
2 Zhi, SL (2022)[14] TCGA 318 v Cox 0.798
3 Xu, W (2021)[15] China 428 EV LR 0.82
4 Zhang, XR (2022)[16] China 2779 v Cox 0.82
5 Jin, Y (2021)[17] China 417 v Cox 0.753
6 Yang, Y (2021)[18] China 392 v LR 0.924
7 Duan, FJ (2021)[19] China 1088 v LR 0.773
8 Ishikura, N (2021)[20] Japan 3678 EV LR 0.78
9 Charvat, H (2016)[21] Japan 19028 v Cox 0.768
10 Wang, H (2019)[22] TCGA+GEO 1087 EV Cox NS
11 Wang, XY (2022)[23] GenBank 1022 v RF 0.75
12 Sun, MY (2020)[24] TCGA 919 v Cox 0.781
. . SVM+RF+LR+
13 Briggs, E(2022)[25] Britain 40348 v 0.87
NB+XGB
14 Cao, MM (2020)[26] China 89914 v Cox NS
15 Park, B (2021)[27] South Korea 1586 v LR 0.607
16 In, H (2018)[28] United States 140 v LR NS
Mahmoodi, SA FCM+ANN+SV
17 Iran 560 v NS
(2020)[29] M+DT
18 Zhang, LW (2020)[30] China 640 EV DL(CNN) 0.78
19 Kumar, S (2015)[31] NS 210 v NS 0.87
20 Yang, JC (2018)[32] TCGA+GEO 684 EV Cox 0.809
21 Li, TD (2020)[33] TCGA 406 v Cox 0.92
22 Xie, SH (2016)[34] Sweden 1009 v LR 0.84
23 Hou, C (2022)[35] China 2909 EV Cox 0.728
24 Zhang, LX (2022)[36] China 3647 v Cox 0.685
25 Liu, QF (2021)[37] China 10018 EV RF 0.852
26 Haga, Y (2018)[38] Japan 2045 v Cox 0.80
27 Gao, L (2021)[39] TCGA 350 v Cox 0.713
28 Yang, Y (2022)[40] TCGA+GEO 64267 EV Cox 0.611
29 Lee, TY (2015)[41] China 278898 v Cox 0.78
30 Liu, YF (2020)[42] TCGA+GEO 1114 EV Cox 0.782
31 Bai, F (2020)[43] China 1016 v LR NS
32 Wang, P (2018)[44] China 290 v LR 0.731
33 Wang, XD (2021)[45] China 1164 EV DL 0.990
34  D'Journo, XB (2021)[46] IESG 8403 v LR 0.64
35 Zhu, M (2022)[47] Britain 420964 v Cox NS
36 Wang, J (2022)[48] TCGA 1000 v Cox 0.86
37 Chen, XW (2020)[49] GEO 475 v Cox NS
38 Zheng, H (2021)[50] TCGA+GEO 431 v Cox 0.785
39 Lin, ZK (2022)[51] SEER 18752 v LR 0.703
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69 Gu, C (2020)[81] China 335 v Cox
70 Zhu, X (2023)[82] CKB+China 435673 EV Cox
Murphy, John D .
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(2023)(83]

0.935
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TCGA: The Cancer Genome Atlas. GEO: Gene Expression Omnibus. SEER: Surveillance,
Epidemiology, and End Results Program. SNIIRAM: Systéme National d’Information Inter-
Régimes de I’Assurance Maladie. PMSI: Programme de Médicalisation des Systémes
d’Information. HPA: Human Protein Atlas. ACRG: Asian Cancer Research Group. GNN:
Graph Neural Network. GTEX: Genotype-Tissue Expression. MDSP: the Mars Data Science
Platform (https://www.marsbigdata.com/). HADb: the Human Autophagy Database. MSigDB:
Molecular Signatures Database. miRTarBase: The experimentally validated microRNA-target
interactions database. miRDB: MicroRNA Target Prediction Database. TargetScan:
(targetscan.org/). CKB: China Kadoorie Biobank. LR: Logistics Regression. RF: Random
Forests. SVM: Support Vector Machine. NB: Naive bayes. XGB: eXtreme Gradient Boosting.
FCM: Fuzzy Cognitive Map. ANN: Artifical Neural Network. DT: Decision Tree. CNN:
Convolutional Neural Networks. NS: Not stated. DL: Deep Learning. RE: Random Effects.
GNN: Graph Neural Networks. TL: Transfer Learning. MLP: Multilayer Perceptron. IV:
Internal verification. EV: External verification.



