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Table S1 Predicted binding energies via molecular docking.

Ligand Docking score with | Docking score with
1R4U lipoxygenase protein
308Y)
A -6.88 -6.21
B -6.18 -6.41
C -3.82 -3.56
D -6.52 -1.19
E -3.49 -5.93
F -4.39 -4.96
G -4.04 -4.98
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Figure S1 The putative 2D and 3D binding mode of all investigated compounds (A-G) using
target protein 1R4U. Green dashes are indicating hydrogen bonding whereas red dashes are

indicating hydrophobic interactions.
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Figure S2 The putative 2D and 3D binding mode of all investigated compounds (A-G) using
target protein 308Y. Green dashes are indicating hydrogen bonding whereas red dashes are
indicating hydrophobic interactions.

Figure S3 Thin layer chromatography results for studied compounds.



