Supplementary Figure S1.

(A) Mutation analysis for RPS17 variant
RPS17 ] ENST00000558397 (6 exons) *
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GGGAGTTGATTTGTCTTCTCACTGTTCTCTTTGGCTGTGTEGTGCTTTGTAGTTATGTCACGCATCTGATCGAAGCGAATTCAGAGAGGCCCAGTAAGAGGTA
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(B) Mutation analysis for RPS26 variant
RPS26 5] ENST00000356464 (5 exons) 5
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