
Supplementary Materials 

Supplementary Table S1: List of primers used for TERT promoter cloning and mutagenesis 

Forward Primer Reverse Primer application Ref 

TERTpF -1822 5’-GAAGCTCACCCCACTCAAGTGTT-3’ cloning 

TERTpF -499 5’-CCAAAGGGTCGCCGCACGCAC-3’ cloning [1] 

TERTpF -295 5’-CAGGCCGGGCTCCCAGTGGATT-3’ cloning 

TERTpF -23 5’-GGCTTCCCACGTGCGCAGCAGGA-3’ cloning [1] 

TERTpR +81 5’-GAACGTGGCCAGCGGCAGCACCT-3’ cloning [1] 

TERTpR +359 5’-CACTCGGGCCACCAGCTCCTT-3’ cloning 

TERTpmut -146C>T 5’-CGACCCCTTCCGGGTCCC-3’ 5’-GGGACCCGGAAGGGGTCG-3’ mutagenesis 

TERTpmut -124C>T 5’- CCCAGCCCCTTCCGGGCC -3’ 5’-GGCCCGGAAGGGGCTGGG-3’ mutagenesis 

Supplementary table S2. List of primers used for qRT-PCR and qPCR 

lncRNATAPAS 5'-TGAGCAACCACCCCAAATCT-3' 5'-TTTCCCACCCTTTCTCGACG-3' [2] 

GAPDH 5'-GAAGGTGAAGGTCGGAGTC-3' 5'-GAAGATGGTGATGGGATTTC-3’ 
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 Supplementary Figure S1. TERT promoter-driven transcription in T98G and U87 GBM cell lines 

A. Schematic representation of the TERTp-luciferase reporter plasmids in sense orientation. B and C. TERT

promoter-driven luciferase expression in T98G (B) and U87 (C) cells. T98G (8x104 cells/well) or U87 (5x104 

cells/well) were seeded in a 48-well plate and transfected with 400 ng of each of the TERTp-luciferase vectors + 100

HSV-TK-Renilla-luciferase for normalization. Cells were lysed 48 hours post transfection and Firefly- and Renilla-

Luciferase activities were measured. Firefly-Luciferase RLU was normalized to Renilla-Luciferase RLU. Results are

the mean of 2 independent experiments carried out in duplicate wells. Error bars represent standard error.

Differences were compared using a one-way ANOVA followed by a Newman-Keuls post-hoc test for pairwise

comparisons. * indicates p<0.05, ** indicates p<0.01, *** indicates p<0.001.


