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Supplemental Figures 

Supplementary Materials: The following supporting information can be 
downloaded at: www.mdpi.com/xxx/s1, Figure S1. Principal component 
analysis of genes/pathways associated with innate immune responses, 
cytotoxicity, inflammation, NK-mediated immunity, and autoimmunity 
showed excellent separation (A) and impressing differential gene expression (B) 
between NEC (n = 3) vs NEC + mAb (n = 3); Figure S2. RNA sequencing and 
differential gene expression analysis of NEC (n = 3) and NEC + mAb groups (n 
= 3); Figure S3. GSEA analysis of the RNAseq dataset against the GSEA gene 
set for Hallmark of TGF beta signaling profile of running Enrichment Score (ES) 
of 0.5, Normalized Enrichment Score (NES) of 1.84, Nominal p value<0.001, and 
FDR q- value of 0.000 (Pathway on the y-axis indicates positive correlation with 
NEC treated with eNAMPT mAb compared with NEC saline-treated samples. 
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Supplementary Figure S1. Principal component analysis of genes/pathways associated 
with innate immune responses, cytotoxicity, inflammation, NK-mediated immunity, and 
autoimmunity showed excellent separation (A) and impressing differential gene expression 
(B) between NEC (n = 3) vs NEC + mAb (n = 3). 

 

 

 

Supplementary Figure S2. RNA sequencing and differential gene expression analysis  

of NEC (n = 3) and NEC + mAb groups (n = 3). 
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Supplementary Figure S3. GSEA analysis of the RNAseq dataset against the GSEA gene set 
for Hallmark of TGF beta signaling profile of running Enrichment Score (ES) of 0.5, 
Normalized Enrichment Score (NES) of 1.84, Nominal p value<0.001, and FDR q- value of 
0.000 (Pathway on the y-axis indicates positive correlation with NEC treated with eNAMPT 
mAb compared with NEC saline-treated samples. 

 


