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Supplementary Figure 1: FISH analysis of the IGH locus at 14q32.
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Supplementary Figure 2: Copy number analysis of SC-1.



MIR17HG

number

copy

MHMIED PO 0

20000 5. i 5 [T [l ] HO I 'imll Ikh 11

Supplementary Figure 3: Copy number data of SC-1 for MIR17HG (above).
FISH analysis of MIR17HG in SC-1 (below). Used probes and their colors are

Indicated.




' Y
Y

180 bp

5

3

-~ 130 bp «

Forward-Primer Design

HONEQBOX

L2
HLEBS
EVE
C5X
HOXAS
HOXAL11
HOXET
HOXCe
HOZEC12
HOXD1
HOXD13
DLE1
DLX3
EN1
MEIS1
EHKE

CCCC

G GGGGEG

A AAh KA
GCAGATATCGGA CTGGAG T

RAGCCGCGCACGTCCTTTTCCCGGGTGCAGATC TGOGAGC T GRARARGCGC T TCCATCGCCAGARGTACC TG
COGCCGCECACCOCCTTCACC AGCCAGCAGCTCC TORAGCTEGAGCACCAGTTCAAGTTCAAC RAGTACCTGTC
CETTACC G A G TTCACCC G AGAGCAGATTGC GO C TEGAGAAGGAATTCTACCGGGAGAACTACGTATC
TTCTCGC AGGCGCAGGTC TATEAGCTEGRGCHECECTTCAAGC AGCAGCGGTACCTGTC
AAACGCEETGCCCCTATACAARACACCAGACCCTGRAACTEGAGAARGAGTTTC TG TTCARCATGTACCTCAC
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RAGARGRGAGTGCCTTACACCARRC TGCAGC TTALAGRACTGGAGARCGRABTATGCCATTAACARATTCATTAR
AR CCAGEACGATTTATTCCAGTTTECAGTTGC AGGCTTTRARCCERAGET TCCAGC AAACTCAGTACC TAGT
AAGCCGCGTACAATC TACTCC AGCTACCAGC TG COGCCCTRCAGCECCO O TTCCAGALGGCCCAGTACC TGO
CEGCCGCGGACCGCETTCACGGCCGAGCAGCTGC AGREACT CARGGCGGAGT TCCAGGCAAACCGCTACATCAC
GOCATTTITCCCCARAGTAGC AACARATATCATGAGAGCATBGCTCTTCCAGCATCTCACACATCCGTACCCTTC
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FTCeCC ARG TCCCTCARRATGACGGRACGCGCAGGTC ARGACCTECTTCCARARCCEGGAGGACCARGTGGCGE
FTGGCCACCTCOCTCATSC TCACCGAGACCCAGGTGAAGATTTGETTCCAGRRCCEGECGGATGARATGGARL
FTGGCGECCGCCCTARACCTGCCOGARACCACCATCAAGGTCTGETTCCAGARCCGECGCATGARGGAC LAG
FTEGCCAGCOTGCTCARRCTCACGTCCACGCAGGTCARGATCTEETTCCAGARCCGGCGCTACARGTGCAAG
PTG CTCGAC TGO TCARCCTC RCCGRAGAGGCAGGTCAAGATCTGETTCCAGARCCGCAGGATGARAATGAAG
FTGTCCCGCATGCTCARCCTC ACTGATCGTCAAGTCAARATCTGETTTCAGARCAGEAGAATGAAGGARARR
TCGCGCACACGCTCTGCCTCACSGARRGACAGATCAAGATTTGEGTTTCAGAACCGECGCATGARGTGGALL
TCGCCARCGCGCTTTGCCTGACCGAGCGACAGATCARAATCTGGTTCCAGARCCGCCGGATGAAGTGGALR
TeTCAGACC G TTGRATCTTAGCTGRACCAGCAGGTCAAGATCTGETTTCAGARCCGEAGAATGAARARGALL
TAGCCARCTCCTTOC ACCTEAATGACACGC AACTC AR AATCTEGTTCCAGRACCEGCAGGATCARACAGAAG
TeTCGGC TG TACGARCCTATC TGAGAGACAAGTGACCATTTIGGTTTCAGRACCGARGAGTGARGGACRLG
TCGCGGCCTCTT TGEGRACTC ACACAGACTCAGGTC AAGATCTGGTTCCARRACRAGCGATCCAAGTTCARG
TGGCCGCGCRAGCTEEGCCTCRCGCRAGACACAGGTGRAARATCTEEGTTCCAGARCCGCCGTTCCAAGTTCAAG
TEGCCCAGGARCTCAGCCTCRAACGAGTCCCAGATCARGATCTEGTTCCAGRACARRGCGCGCCARGATC ARG
TAGCGCAAGAC A AGGRACTTACAATTC TCCARGTARACARCTGGTTTATTAATGCCAGAAGAAGA

CTCAGCCTCCAGCAGATGCARGAACTC TCCARCATCC TGAACCTCAGCTACARACAGGTGAAGACCTGGTTC

Supplementary Figure 4: RT-PCR screening approach and results for

expressed homeobox genes in SC-1 using degenerate oligonucleotides.
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Supplementary Figure 5: Expression profiling data for HOXB genes in 114 hematopoietic cell lines
including SC-1 (dataset GSES7083).
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Supplementary Figure 6: Expression profiing data for HOXB genes in

leukemia/lymphoma patients using public datasets.
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Supplementary Figure 7: Expression profiling data for HOXBS and ZNF521 in primary myelopoiesis
(dataset GSE42519).
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Suppl. Fig. 8: Key rearrangements presentin SC-1
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Diagramme shows multiple coordinated cytogenetic changes in SC-1 and the genes
targeted. Note: 1) biallelic IGH translocations targeting MYC, HOXB5, miR10a, and
BCL2; 2) genomic amplification of MYC, MIR17HG and BCL2; and 3) juxtapositional
inversion of chr.3 targeting MBNL1 and BCLS6.
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