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M255: PID HIF1 TFPATHWAY

WP3859: TGF-beta signaling in thyroid cells for epithelial-mesenchymal transition
GO0:2000810: regulation of bicellular tight junction assembly
G0:0042060: wound healing

M5885: NABA MATRISOME ASSOCIATED

WP3932: Focal adhesion: PI3K-Akt-mTOR-signaling pathway
G0:0034330: cell junction organization

G0:0062012: regulation of small molecule metabolic process
P00028: Heterotrimeric G-protein signaling pathway-rod outer segment phototransduction
G0:0048514: blood vessel morphogenesis

R-HSA-6785807: Interleukin-4 and Interleukin-13 signaling
G0:0005996: monosaccharide metabolic process
G0:0071396: cellular response to lipid

G0:0050678: regulation of epithelial cell proliferation
G0:0048871: multicellular organismal homeostasis
ko05230: Central carbon metabolism in cancer
GO0:0046835: carbohydrate phosphorylation

G0:0007409: axonogenesis

M145: PID P53 DOWNSTREAM PATHWAY

G0:0048568: embryonic organ development

G0:0046031: ADP metabolic process

GO0:0090596: sensory organ morphogenesis

G0:0021543: pallium development

G0:0061061: muscle structure development

G0:0019058: viral life cycle

G0:0010035: response to inorganic substance

G0:0031667: response to nutrient levels

G0:1901652: response to peptide

WP2572: Primary focal segmental glomerulosclerosis (FSGS)
G0:1905475: regulation of protein localization to membrane
G0:0050954: sensory perception of mechanical stimulus
G0:1990830: cellular response to leukemia inhibitory factor
ko04064: NF-kappa B signhaling pathway

G0:0010942: positive regulation of cell death



