species

Akkermansia muciniphila
Parabacteroides distasonis 1
Methanobrevibacter smithii -

Intestinimonas butyriciproducens -
Ruminiclostridium sp. KB18 1
Campylobacter coli 1

Turicibacter sp. H121 -

Prevotella dentalis 1
Streptococcus salivarius 1
Bifidobacterium bifidum A
Streptococcus thermophilus 1
Bifidobacterium adolescentis -

[Eubacterium] rectale A

-0.04 -0.02 0.00 0.02

Beta coeff.

phylum

. Proteobacteria
Bacteroidetes
Firmicutes
Actinobacteria
Euryarchaeota

Verrucomicrobia

GMM module

MF0075:acetate to acetyl-CoA A
MF0019:rhamnose degradation
MF0018:mannose degradation -
MF0099:methanogenesis — methyl-coM A
MF0100:methanogenesis from carbon dioxide -
MFO0081:methanol conversion A
MF0051:arginine degradation | 1
MFO0077:formate conversion
MFO0054:arginine degradation IV A
MF0098:hydrogen metabolism A
MF0011:sucrose degradation Il 4
MF0088:butyrate production | 1
MFO0005:starch degradation A
MF0002:fructan degradation 4

MF0102:sulfate reduction (dissimilatory) -

MF0043:cysteine biosynthesis’/homocysteine degradation

~0.004 -0.002 0.000 0.002 0.004

Beta coeff.

HL1
carbohydrate degradation
amino acid degradation
. organic acid metabolism

gas metabolism



