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Supplementary document 2. Identification and quantification data of the 35 putative biomarkers for PCa in this study (proteins 
with statistically significant differential abundance in PCa in more than one group comparison (given in Table 1 and Figure 2) 
produced by Progenesis QI for proteomics V 3.0 (Nonlinear dynamics, Waters Corporation). The protein abundances in individual 
runs were normalized using the run that is least different from all other runs. Search settings included up to one missed cleavage, 
carbamidomethyl cysteine as a fixed modification and the methionine oxidation as variable modification. A minimum of 2 
fragment ion matches were required per peptide identification and 5 fragment ion matches per protein identification with at least 2 
peptide matches per protein identification. Quantification was done by Hi-N, using 3 most abundant peptides per protein. For each 
of the proteins, a table with the identified peptides as well as representative MS/MS spectra of peptides used to quantify protein 
expression levels is given. Peptide fragment annotation indicates the peaks that correspond to fragment ions from the peptide, and 
marks the positions of these ions within the peptide sequence. Peak colors legend: Red = y-series ion; Blue = b-series ion; Green = 
neutral loss ion. 
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