
Table S2. qPCR primers used in this study. 

Primer Name Sequence Reference 

NtGST-F AGCACCCTTACCTTTCCCTC [52] 

NtGST-R GCAGCTTCTCCAATCCCTTAAC  

NtCAT-F CACAGCCACGCTACTCAAGAC [52] 

NtCAT-R CCACCCACCGACGAATAAAG  

NbAPX-F GGAGTGGTTGCTGTTGAAGTC [52] 

NbAPX-F GGAGAGCCTTGTCTGATGG  

NtSOD-F  CAACTCCACGGCTTCCAGAC [52] 

NtSOD-R TGGGTCCTGATTAGCAGTGGT  

NbActin-F CCAGGTATTGCTGATAGAATGAG [52] 

NbActin-R CTGAGGGAAGCCAAGATAGAG  

LTSF1-RT-F TCCAGATGGTGAGCTGCTACTATTTT Present study 

LTSF1 -RT-R TGGATGTCTGGAATGTAAAACAGCTAAC  

LTSF2-RT-F TCCAGATGGTGGGCTGCTACTATATG Present study 

LTSF2-RT-R  TGAATGTCTGGAATGTAAAACAGCTAGG  

CaActin-F AGGAATGGTTAAGGCTGGATTT Present study 

CaActin-R TCTTCTCCATATCGTCCCAGTT  

NbActin-F CCAGGTATTGCTGATAGAATGAG Present study 

NbActin-R CTGAGGGAAGCCAAGATAGAG  
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