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[bookmark: _Hlk34390966][bookmark: _GoBack]Supplementary Figure 5 - O-GlcNAc and NetPhos predictions across the length of the sequences of cell wall protein of CBD-causing isolates (A) and non-CBD causing isolates (B). The x-axis represents the sequence from N-terminal to C-terminal. Vertical lines (green) are O-GlcNAc potentials, more stringent surface measures are above the threshold (blue wavy horizontal) line. Small blue + on the green lines indicate YinYang sites predictions that correspond to Ser/Thr residues which are predicted to be O-GlcNAcylated as well as phosphorylated. Such sites may be reversibly and dynamically modified by O-GlcNAc or phosphate groups at different times in the cell [39].
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