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[bookmark: _Hlk34390728][bookmark: _GoBack]Supplementary Figure 2 - Fifty percent majority rule consensus tree from a Bayesian analysis based single loci apn25L (part of Apn2 gene), ApMAT (intergenic spacer between the 3’ end of the apn2 gene and the mating type gene mat1-2-1), mat1-2-1 (mating-type gene), gs (intron 2 of the glutamine synthetase gene), cas1 (appressorium-specific protein), cellwall (cell wall protein), siRNA (a putative argonaute siRNA chaperone complex subunit), vosA (developmental regulator), and tub2 (beta-tubulin) for isolates under study. The RAxML bootstrap support values (BS) and Bayesian posterior probability (PP) are displayed at the nodes (MLBS/PP). The tree was rooted to Colletotrichum gloesporioides (PR220). The scale bar indicates 0.1 or 0.01 expected changes per site. Ex-type cultures are emphasised in bold. (*) ex-type or authentic culture of synonymized taxon.

