Table S2. Sequences and lengths of motifs among cucumber SAP proteins.

	Motif
	Conserved amino acid sequences
	Width

	1
	CRKRVGLTGFKCRCGNLFCAVHRYPEKHNCSFDYKAAGREAIAKANPVVK
	50

	2
	KPPEDPKLCVNNCGFFGSPATRNLCSKCYRDFLLKEEQAA
	40

	3
	FPDLGKHCNFAECKQJDFLPFTCDCCQKVFCLEHRGFKRHDCPKADRW
	48

	4
	LETCDHNDPAPPKTQNRCEI
	20

	5
	CREJLTFSNTCKCKDCRLDVCLKHRFGPEHGCGGP
	35

	6
	MAQRTEKEETE
	11

	7
	EKLDKI
	6

	8
	ALNDRLDWPQLLNP
	14

	9
	PNRCSS
	6

	10
	HKDFILKQD
	9


