Table S1. Primer sequences used for quantitative RT-PCR.

r?:rgz Gene ID Forward primer (5' ==> 3 Reverse primer (5' ==> 3") References
ABF1 AT1G49720 TGCAGAAGAAACAGGCTGAA GACCGGTAAGGGTTCTTCTCA Yoshida et al., 2015
ABF3 AT4G34000 CGTTCTCAACCTGCAACACA TCATAGGATGGTTATGAATTCCAAG Yoshida et al., 2015
AREB1 AT1G45249 GAGAGAAGGCAAAGGAGAATGA CTTCAAGCTCCACGGTGTAAG Yoshida et al., 2015
AREB2 AT3G19290 GCAACCTGGTGCTGGTATCC TGTTCTAGGCAACGTCAACGA Yoshida et al., 2015
DREB2A AT5G05410 CAGTGTTGCCAACGGTTCAT AAACGGAGGTATTCCGTAGTTGAG Sakuma et al., 2006
DREB2B AT3G11020 CAGGCCGGACAGTTGCA CCCAATACTGCTGCTCAAACTCTA Sakuma et al., 2006
RD29A AT5G52310 TGGATCTGAAGAACGAATCTGATATC GGTCTTCCCTTCGCCAGAA Sakuma et al., 2006
RD29B AT5G52300 GCAAGCAGAAGAACCAATCA CTTTGGATGCTCCCTTCTCA Yoshida et al., 2015
RAB18 AT1G43890 TCGGTCGTTGTATTGTGCTTTTT CCAGATGCTCATTACACACTCATG Yoshida et al., 2015
SOS1 AT2G01980 TGGAGGAAGCGACCGATTC CGATAACGAGAAGAGCGACAG Cheng et al., 2016
HKT1 AT4G10310 TCTGGTCTCATCTGGCTCCTAATC CACCGTCACTCCAAGAAGAACAC Cheng et al., 2016
HRE1 AT1G72360 GGCCTCTGCCTTATCCCTCTGT GCGTAAACCCGTCTCAGTGAGTG Licausi et al., 2010
HRE2 AT2G47520 GAAGCGTAAACCCGTCTCAGT TTTGCTCGGGCACGAATCT Licausi et al., 2010
RAP2.2 AT3G14230 AATCCGTGGCACGAAAGC GGATACGACGCTAGGGTTCTTCT Papdi et al., 2015
RAP2.3 AT3G16770 CGTCATCGCCACGATCAA TGAGAGACAACGCAGACCTTCTT Papdi et al., 2015
RAP2.12 AT1G53910 CGCTGCGGAAGGTTCAGTT CAGCCCATTTTCCCCAAGGA Paul et al., 2016
ADH1 AT1G77120 TATTCGATGCAAAGCTGCTGTG CGAACTTCGTGTTTCTGCGGT Paul et al., 2016
PDF1.2 AT5G44420 CACCCTTATCTTCGCTGCTCTT GCCGGTGCGTCGAAAG Van der Does et al., 2013
ACO2 AT1G62380 CCTCCTCTCAACCACTCTATTGTC CATCTTCATAAACATAAACACCCCACAC Dong et al., 2015
ERF1 AT3G23240 ATTCTTTCTCATCCTCTTCTTCT CGAATCTCTTATCTCCGCCG Mao et al., 2016
BAS1 AT2G26710 CCAAGGACCATGTCGTTAAGC CCTGAAGTATAGCAAGATTCTGACC Schneider et al., 2012
PAES AT4G19420 GGGCATCATTCACAGGAGAT CAGCAGAACAGCCAGACAAA Xie et al., 2015
XTH33 AT1G10550 ATACCCTCATTTGGAACTCCCACC CACTTAACTCCACGTCAGCAACG Dong et al., 2014
Saur_ACl1 AT4G38850 CAGAAGAAGAAGAGATATGTGGTG GTATTGTTAAGCCGCCCATTG Zhu et al., 2013
18S RNA  AT2G01010 AAACGGCTACCACATCCAAG CCTCCAATGGATCCTCGTTA Yoshida et al., 2015
UBQ10 AT4G05320 AGATCCAGGACAAGGAAGGTATTC CGCAGGACCAAGTGAAGAGTAG Linetal., 2013
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