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FIGURE S1 The integrated consensus map developed by Biomercator. The consensus map
contained 12,327 markers (most of them are hidden; the whole marker set were given in the

Supplementary Table S2) covering a length of 2935.9 ¢cM and 115 QTLs were projected on it.

The names of the QTLs were given in the left side of each chromosome. Vertical and horizontal

lines on the left of the chromosomes show the confidence interval of each QTL and variance,

respectively. Markers and genetic distance (cM) were given on the right sides of each
chromosome.
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