Supplementary File 1. Nucleotide sequence of GmMKS2 obtained by PCR and verified by sequencing.
Shown here are 1105 nucleotides upstream of the translation start codon (ATG), five exons, and four
introns. The boxed nucleotide located at —106 bp upstream of the initiating codon ATG was predicted
to be the transcription start site (A+1). The putative promoter region spanning from -1000 to +101
relative to the transcription start site is highlighted in grey. Start and stop codons are in bold. Exons are
underlined.

GAAGTGTAGCATCITTCAACGTITITAGGAAACACTTAACACATGATTATGTCATCATTCTTAA
ACAAATTCATCTGTGTAACAAATGCTTCCACGTGTTCATCTGGGTCCAAGAGTCCATCGTAAA

GATCTATGGTCAACATCTTCCATTCGGGCGGGAGTTGTGCTTCCATAATACCATCAATAAAGG

GATAAAGTCGATTTTTGGCATTTGTTGCTCTTGGGGTTGGTTGTGTGATAGAGGGAGTTCTITTC

TCTCCATGTCGTGTTAGCCTCCTCAGTCCTGGTTGCATTATGGTCTTCGTGAAGCTTCAGGTAC

TGGTCCTTAAGGGTGGCATTTTCCTTTAGAGGTTCTCCATTTCTTGTGCGTTGTITCACTTGAGC

ATGTTCATCTCITITTGCATGGCCACTATCATAGCATGATCATCGAGCTCCTGATGCAGGATAT

TCTCCCCATTCATTGGGTTCCCTTCTTTAGCGACTCCCATGACAGGCATTTITCAAGCATGGTGA

ATGCTTGTCCCAGTTGTTGATITCCATGATAGGCAACATTGGTGTTGTCACCATTCACAACCAT

TGATAATGTAGTGGTCAAAGGAGAAGATTGCCTTCAGACCCCACAGTAGGCACCAAATATTC

TTACCGGATTTGGCAGAACTTGCTCACAATGATAATATATGTTTITAGAGGTTACATCTATCTT

TCTTATAGAAGATAGAGCTTTCATATTACCTTAATTATACTCTAGATCCGAGTAGCCTGTTCGA

TTGGCTAGTGAATACATAGGCTTGTTGAGTCGAAATAGTACAATTTATTATAAATTTTTGTTAT

ATAATTCTATATTAGTTCTTTTTAAATGATTATAAAAAGAAATTATTCAAGAGTGATATCTATT

ACCAACATTTCGTITGATGTGAGATTGTTITAGAAAATITGAAATTTGAAGTTITATGAATGAA
AAAAAAAGTGATAACTAAAAAAAAGCAAAACAAATTAGGTATTC@AAAATTTTGCTAGGCA
AAGGTCGTTGAGGTTGAGGAAAAAAAAGTATAATAGCAGTAGCATGGGTTGTAACGCCTATA

ATCATAATCCCGITGTAGTITCCAAAAAATGAGCTACAACCACACTTCCTCGATGTCATTGCCT

TCCCCATTGTACCTGAATACTACGTCGTTITCGCCTCACGCGCCAATCTCCTTTTCCTTITCCCCG

CCGGCGCTTCAATCCACCGGCTTTCCGATCAGTTITCGCCGTTGAGTTCCAGCCCCTCTGCATCA

CTCTTCGATCTCAGAGGGGGCAAAGGGTAATTTCCTCACACAACCCTTGTTTGTGCAATCGAT

TCCGTTAATTTTGTTGCCTTTTCATGTGATTCGAATCGAGCATCTCTTTTTTAAATTCGTGATTA



ATTTATTCTATATATAATAATATTCTTCTITACAATTTATAACAGAATGAGTGGATTCCATGACG

TTGAACTGAAGGTGCGCGACTATGAGTTGGATCAGTACGGTGTGGTTAACAATGCAGTTTATG

CTAGTTATTGCCAGCACGGTGAGACCTCTTGAGCTGGTTCTTACTGTTGCTTGCTTGCTTAAAT

CAATGTITTCCCITITACTGGTAATGTCGTATGTGTATATATTTCTCTITGTAATAGATGTTAATTT

TGAAATGTITTATAACTCCAAATGAGCACTAAGTTTTGACATGGAATAATTGTCGACAATAGTT

ATGCCATGAGTTAGCAATTITAACAACAGTITATTGTCTGCTTTTCTAGGTATATCAAAATTGTA

ATCTTTGATATCTTAGTCCTITITGTITATGCTACAAAATTATATTITGATTTATGTTCTITAAAAC

TTCAAATTGAATTTAGATTCGACATATTTITAGAGTATAAAAAAATTATGAAGGTAAAACAAC

ATAATCAGACTAGCACAGACATATGATAAAAGTTTTATAATCTITTCTTCTCTTTTCCTTATAAA

ACAAATGTATAGGCTGTGATAGTAATATTATGAAGGGATTTITATGGGAAAACATTCTGAACA

TAGTTGGAAATGAAACAAAAGAGCAAGAAGTAAAGGAATCAGATCATAATTTITAAACAAA

TACTGCTGTTTCCCGGTAAAACCATTAGAAGGCTCACATGTAGTTITATTGAAGCATATTCCCC

AGATTAGCATCITTICTGAAAGAACAATTCTCAATGTTAGTATGCAAGATAAAGTACAGTATAC

TTCATATGCAGAAAGCTGTCACACTTTGTGAGGAATGAACTTTCATACATACATATGAACATT

TGTTAGTCTATATGAAAATATAAAATAGGCAATTGAGAAGGAGAAAGAACAATACAGAAAA

TATAGTGTTAGGATCCTGAAAAAATAATTAATCAGAATGGATAAAATGGACAAACAACAGA

GAATCTGGCATCTGTGTTTAGTATTACTAACTCCAGAATAGTGATTCTGGCTTCTGAGTATTTC

TTGGAATGCAAGAATGACAGAACGAGAAAAAAAACAGAAAAGAAATGACTCATTCCAAGC

ATTGGTTTGGAACTTCCCTATCCAAGCATITAATTCATCAATTGGGAAGAAATACCCTGTGGA

GCCTGACTCAACGAGTATTGCCAATGCAAGGCTATTTGTAGTATGGAACTGAGTGATGTCTAC

ACGAATAATCCTTTAGTCATACCAATATTCCACCGCCTTCTTCACCCITTACTCGTTAAAATAA

AACTACATTAGGATTTTGCAGGTTCACATCAAAACTTITTCTATTCAAATITAGATGAAATCTA

ATGGTTCATCTCACTGATAAGTTCTATTTGTTTCTCTAAGAGTTGTGTATAGTATTTTTTCTTATC

TTGTATATGCTTGGAAATATTTCCCCCCCTTTTCTTGATCTCTGTTTTGGTATATTTGAGCCAGT

ATAATTGTTATGATCAGGTGGGAAGTTGGTGAGTTCTITATGGTACTTTGGTATTTGTTTTGGTTG

GGGTCACTTTTCTAATITATTCCGTTGGACCTGGGATTCGAGTACATGGGAGGTGATTACAAT



GGGTCAATGATGACTATAGTITACTGTGAGGGCAGTTTGGTGGGAGGTATTGTAACCTGGGTTA

TTTCCTATTTATACTACATTGTTAATGGGGCATAACCTAGCATGGCAGGGTACTGTGCTTTATT

ACTATGTCTGTATTTITTGGTGCTTCTGGTACCAAGTATTAATATATTAATTATCTTITTGCTGAT

AAAAAAAGTTATGATCAGGGTATTGACACTTGACAGGATACTGAATTGAAACGTATTGAGTT

GAATGGTCTGCAAACTTITTTAAGTTATCCTTTGTACATITGTGGCAATTAAAAGGCATGCTTTC

AATTTTAGATGTATAAACTGATCTATTGCCATATATATTITTCATAAGGTCGTCATGAACTCTTG

CAAAACATTGGTATTAATTGCGATGCTGTGGCTCGCAGTGGTGATGCATTGGCATTGTCTGAA

CTATCGCTCAAATTCCTTGCACCTCTAAGAGTAAGCCTCTCCAATTTTGCTTGTCATTTCTGTTT

GITAGGATATAGTGCAACTGTGCAAATAACCTCCITATACATITTAGTACACTAAAAGATATG

TTTITCTGTATAAGTTAGTTCTGTTTTCCAATATTTGTTCTCATAATAAGAACATGCAACCAGA

GTGGAGACAAATTTGTITGTAAGAGTTAGGATTTCTGGCTCTTCAGCTGCTCGTTTATACTTTGA

TCACTTCATCTATAAGCTGCCAAACCAAGAGGTCTITTCTCCACCACTTGCTGCTTATTGTATTT

CCATTTTITGAGAATATTTGCTGATATTITGGTGAAATGGTGGCAGCCTATTITTGGAAGCCAAGG

CCATAGCGGCTGTGGCTTGACAAAAACTATCGTCCTATACGAATTCCAGCAGAGATGAAGTCT

AAATTTGTAAAGTITTATTCGAATTGAGGACTCTTAATTCAGTTACCAGTTGAGTATAGCTTATT

GGTTAATAGAGCATTAAGAAAGGTAATTATTTATGTA



