
 
Figure S1. qRT-PCR verification of sixteen genes. 
 
 

 
Figure S2. (A) Principal component analysis (PCA) of 12 samples. (B) Correlation analysis of 
12 samples. 
 



 

Figure S3. (A) KEGG pathways enrichment analysis of TFs in Si-D10d vs. CK-D10d. (B) 
KEGG pathways enrichment analysis of TFs in Si-D20d vs. CK-D20d. 
 
 

 
Figure S4. (A) Top 5 KEGG pathways enrichment analysis of DEGs in the blue module. (B) 
Top 5 KEGG pathways enrichment analysis of DEGs in the brown module. 
 
 
 
 
 
 
 
 
 
 



 
Figure S5. (A) Volcano plot of differentially accumulated metabolites (DAMs) in different 
comparison groups. (B) Number of DAMs in different comparison groups. 
 


