Table S1. RAD markers from V. nakashimae “Ukushima’, V. riukiuensis “Tojinbaka” and F2 population.

Number of Mapping ratio Number of RAD markers Mean coverage depth™
reads to genome (%) Total Chrl-11 Scaffolds Total Chrl-11 Scaffolds
All samples 536,785,685 25,3503
V. nakashimae ‘Ukushima’ 13,052,980 74.1 15,438 14,856 582 36.8 36.1 54.2
V. riukiuensis “Tojinbaka’ 6,632,164 62.0 5,469 5,348 121 32.4 32.0 41.3
F2 population (310 plants) 515,437,838
Average per plant 1,662,703 55.4 2,485 2,485 19 17.4 17.4 15.3

1 The custom genome constructed using ‘Ukushima’ RAD-tag reads.

2 Mean read depth per SNP sites.

3 Total detected SNPs (filtered by depth and quality)

4 SNPs of homozygous A (same to reference) in ‘Ukushima’.

"5 SNPs of homozygous B in ‘Tojinbaka’.

*6 SNPs of homozygous A and B in “Ukushima’ and ‘Tojinbaka’, A or B or H in F2 plants.
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Figure S1. linkage map of population A

A genetic map of interspecific cross constructed from an F; population (V. angularis ‘Kyoto
Dainagon’ x V. riukiuensis ‘Tojinbaka’). Map distances and marker names are shown on the
left and right side of the linkage groups, respectively. Marker names in italic indicate
dominant loci. Markers showing significant deviation from the expected segregation ratio at

the 0.05, 0.01 and 0.001 levels are indicated with *, ** and ***, respectively.



LG2 LG3 LG4 LG5 LG6 LG7

o~y |CEDG2N CEDGIAS™ — . CEDO0 o0 cEDGt~
S by = v by 51 CEDOTU 22N icEDG211™ CEDG1E -
" o [ CEDGIM -‘—lccEmEDG::‘I" CEDGIET™
a8 o 70 CEDGIEN jraf = Ny "
78—} CEDGD0™ :‘:\—/cmm u\ CEDG1B ts/_\]cf_mumzz'" »
91— —CEDCOrZ™ CEDGZM™ 111 CEDGR0S H ceDcous 128 CEDGUST 4971 \cEDGax™ cEDGa
- 158~ || /- CEDG288 : AT CEDG212a 3] CEDG1S 10 b
= 176 cencsz 15.0\ CEDG2M4 64-/| [\ cEDG185™
180-\}/ cencastc AN = /4l - 4/ censtaz “r -
- 126~ 4=F/- CEDG200 29 CEDGOTa
st Ceoaar wsJ - ceoamsr 1 o\ /- ceveass 13| [ cenozne-
15— " B 24~ - cevas a0 g:;:: 04 200
20 CEDGRZb* 244~] [~ cenaaTon a1~ |~ ceogerr 31
39— L CEDAAGIN™ 35, T T~ cepotse nr cevonn . . —
w8~ |~ CEDG24 ll!/ CEDG155™ 276 —T—1— CEDGASE" 4 A:Ennmll
292 — 11— CEDCOMS™™ 289 4—h - CEDG158a"™ 2.4~ cEnGol g CEDG1H4 TR0t
308~ | CEDG225™ B3 -CEDGORA"™ ’ 2 CEDG11S® 73—~ CEDG11+
B - 133~ | - cenooste vt CEDasst
CEDG1OR 13— D e 370 CEDGTS
[ B Ny 1 [ ceocon o\ o /A
cencon™ 34
Bo—— autiar 313"~ ceDaes 36~/ ceocan o e e = —
37 Buidea a 5= EDG14S 18-/~ cegais
433~ CEDGIO0" ar CEDGHT 401 "M CEDGO1EC CEDGOM &9 | CEDGR03™ CEDGMI™
48— cenat 2=\ cenaiz-
4 aa8~L_| - ceosazs wrf]\-ceoazre
494=" [~ CEDBAOT :-;; = :::;;!...
wr " 580 CEDBIOY
m§=ﬂmm
- 839 CEDGTSZ
AN /72
Q28— e \, A¥1
658~} A VMT2 CEDGETT
A, [cEDG127 CEDG1ET
L | EDGass cengore LG8 LG9 LG10 LG11
13, | | cevoms cenois
TaT~f -/ ACEDG2H0 CEDGZTS A PP
s 28~ ||~ a2
844 CEDG126 a0~—J{ CEDG16™
T8/ Ceocosn 0 cenoise 53 EDGeT 88| |- CEoGAABEI~
T8 \ CEDAAGO2 3~/ CEDGOS? 80— { - CEDGOII™
110~ | ~cenatas 9 —AF— CEDGIDd™
121~ PV-atcenot 94 CEDG2A1™
|u\ CED( /g:wm 113711 CEncosTe
a7 e o CEDGIM 1387] [\ CEDGIa
™~
02 CEDGTT cEDG2SS" ) byl b
1= cenatse CEDG14TD" CEDGOIB: e
m\ =3 {—ceetes DG24" CEDGZY b I ol
1, CEDaATON ! 4
S\ cencune |~ GATS11 v Ertereei . g: croomir
274 CEDGE y ¥ crnatoice i cEbca= cencists A
N/ Sz 1 75| |
” 308 [~ CEDGZTI™
686~ F=F - cenatss i~ | -cesom T CEDG 160 oot M g
:u\ CEDG269 a7~ 0 CEDG1A3L ot
HEN = 35— CEDCOH 2 CEDG106™
a4\ S o
29-3 ; CEDGH
5. CEDGOST*
= 2. CEDG135"
::;/- 308 CEDGOZ1"
a2 29 CEDG1R
5 a4 CEDG260
a1 =4 as CEDGIM
5270 s CEDGMI
510
02
o
81
a7
s
ny
2
ur
728
754

Figure S2. linkage map of population B

A genetic map of interspecific cross constructed from an F» population (V. angularis ‘Kyoto
Dainagon’ x V. nakashimae ‘Ukushima’). Map distances and marker names are shown on the
left and right side of the linkage groups, respectively. Marker names in italic indicate
dominant loci. Markers showing significant deviation from the expected segregation ratio at

the 0.05, 0.01 and 0.001 levels are indicated with *, ** and ***, respectively.
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Figure S3. linkage map of population C
A genetic map of interspecific cross constructed from an F, population (V. nakashimae ‘Ukushima’ x V. riukiuensis ‘Tojinbaka’). Map distances and

marker names are shown on the left and right side of the linkage groups, respectively. Marker names in italic indicate dominant loci.
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Figure S4. Correlations among traits in population C.

(Upper right) The correlation among Days to Wilt (D¢WW), Percentage of Wilt Leaves
(PWL) and Na* concentration in primary leaf of F; population derived from a cross between
V. nakashimae ‘Ukushima’ x V. riukiuensis ‘Tojinbaka’. (Bottom left) Pearson’s product-

moment correlation coefficient. (*** P<0.0001, **P<0.001, *P<0.01)
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Figure S5. Genetic interaction

Genetic interaction was observed in (left)Day to Wilt (D¢I¥) and (right) Percentage of Wilt
Leaves (PWL) between gDtW1-1/gPWL1-1(CEDG242, BM181) and gDtW8-1/qPWLS-1
(PV-atcc001) in population A (V. angularis ‘Kyoto Dainagon’ [genotype: Al x V. riukiuensis
‘Tojinbaka’ [genotype: B]).



