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Figure S1: Linear correlation analysis of QRT-PCR results of different genes. The bar chart with

the gene name indicates that the histogram of the frequency distribution of the qRT-PCR results of

the gene; the cross position of different genes indicates the strength of the linear relationship

between the two genes, the cross position in the lower left corner between different genes is the

scatter plot of the qRT-PCR results of the two genes, and the cross position in the upper right

portion indicates that, the magnitude of p-value of the qRT-PCR results between the two genes.



