
Figure S1. Least-squares regression analysis and 2nd order polynomial curve fit for each 
phenotypic trait. (A) Weight, (B) Colour Index and (C) Firmness. AG: Agakaki, AM: 
Amahyakume, IS: Isahaya, JI: Jiro, RB: Rojo Brillante, TA: Takura, TW: Tone Wase. Standard 
deviations (SD) are represented in vertical error bars.



Table S1. Results of non-parametric statistical test Kruskal-Wallis analysis of relative gene 
expression level and morphological traits in studied accessions.  Significant values are 
highlighted in yellow (p<0.05). Comp.=Comparisons, Sig.=Significance.







Table S2. List of gene-specific primers used for real-time quantitative PCR expression 
analysis.




