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Figure S1. Chromatogram of sequenced direct PCR products. a) Detailed sequencing
results around gRNAI target site showing the original sequence (WT); homozygous
insertion (A3, B3, B4); biallelic insertion (B1, B2, F); heterozygous insertion (E); and a
regenerated plant without any mutation (D). b) Detailed sequencing results around
gRNA2 target site showing the original sequence (WT); homozygous insertion (B4, F);
biallelic insertion (A1, B1, B2, E); and a regenerated plant without any mutation (D).



