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Supplementary Materials: 

 

Figure S1. Expression analysis of downstream ABA-responsive genes in Col-0 and npr1-1. Col-0, 
npr1-1, and 35S::NPR1-GFP/npr1-1 seeds were directly germinated on ½ MS (Control) and 0.2 µM 
ABA-containing media (ABA), seedlings were grown for 7 days, total RNA was extracted, and the 
indicated gene expression was determined by qRT-PCR analysis. TUB8 was used as an internal con-
trol. The error bars indicate ± SD. Significant difference was determined by a Student’s t-test with a 
p-value of <0.05 (*) or <0.01 (**). 
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Figure S2. HOS15 promotes NPR1 ubiquitination. NPR1 is ubiquitinated in by HOS15. Ten-day-old 
seedlings of Col-0, 35S::NPRI-GFP/npr1-2 and 35S::NPRI-GFP/npr1-2/hos15-2 were treated without 
(MS) or with MG132 and ABA for 8 h. Total proteins were extracted and immunoprecipitated with 
anti-GFP antibody. Immuno-precipitated proteins were analyzed using anti-GFP and anti-Ubiquitin 
antibodies. NPR1 is highly ubiquitinated in WT (Col-0), while ubiquitination of NPR1 was reduced 
in hos15-2. 
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Table S1. List of qRT-PCR primers. 

 


