Table S2. Amino acid sequences of TaPTF1, TaDHN, TaSRG, TaSC, TaPIMP1, TaMIP, TaHKT1;4, TaGSK,

TaPSCS, and TaMYB genes
Gene name Accession Sequence
Number
TaPTF1 ABI95371.1 MDYSNGSFFPSWPGNSASENYSFVDGSVESYAEEGSMPPTGYFRARSNQNLTFDEHEQNPAMLANGCLPY

NTQTDLLSGEILSEDKHSNSLMELPQLONNGSLOSNLIPPGTLQCTSTPGTFDLQLDTPGLLELPHALSS
SIESNGSEVSAFLADVHAVSSASTLCSTFONVPSYMEPVSLEAFSFQGIQNAAMENNTSHSNGNLSVEDE
ATMASLHDSKEFLSGSISSFGTAEQSQLAGSGLKAEQQEQNAMCNIPLPFASGSQMAVSEAQGAMIPSKI
SSTMHNNKSEYPVPISHSADAQNKANSANGNSASAKPRARARRGOQATDPHSTIAERLRREKISERMKNLQD
LVPNSNKADKSSMLDEIIDYVKFLQLQVKVLCMSRLGAPGAVLPLLAESQTEGRSNSPLSSPTASQGLLD
AAGPEDSLVFEQEVIKLMETSITNAMQYLONKGLCLMPIALASAISNQKGTSAAAIPPER

TaDHN CAY85463.1 MEHQGHGAGEKKGVVESITEKLPGGHGDHQQATGGTYGQQGHAGVTGENIKEKLPGGHGDHQQTTGMTGS
ETHATTATTDGNYGKSGHTGTDGTGENKSIMDKIKDKLPGQH
TaSRG ABG75754.1 MQGEVEQQTPMOMVLRVKHPSSLSSGSEEASEGEGSSRSALSVFKAKEEQIERKKMEVRDKVFAQLGRVE

EESKRLAFIRQELEGMADPTRKEVESIQRRIDTVNRQLKPLSKSCVKKEKEYKEILEAYNEKSKEKAILV
NRLIELVSESERMRMKKLEELNKTVDSLY

TaSC AAY26392.1 MENLAMLWGIIGPGVAGALFGAGWWEFWVDAVVCSAVQVSFIHYLPGIFASLAALMEFNCVDKDAIGNDYYS
SYGDDSEWRVKLWLEVAYVVSFVCLAGSVGLLVQDALTDKGPSVWTGVAGVLQCVEFVLISGLTYWTCHTE
D

TaMIP ABF66147.1 MSVTSNTPTRANSRVNYSNEIHDLSTVQODGAPSLAPSMYYQEKSFADFFPPHLGKKVISEMVATFLLVEV

TCGAASIYGADVTRVSQLGQSVVGGLIVTVMIYATGHISGAHMNPAVTLSFACFRHFPWIQVPEFYWAAQF
TGAMCAAFVLRAVLHPITVLGTTTPTGPHWHALVIEIIVTFNMMEFITCAVATDSRAVGELAGLAVGSAVC
ITSIFAGPVSGGSMNPARTLAPAVASGVYTGLWIYFLGPVIGTLSGAWVYTYIRFEEEPSVKDGPQKLSS
FKLRRLOSQRSMAVDEFDHV

TaPIMPI ABV59990.1 MTAGLQLGVIGSLALSVASSVAIVICNKALISTLGFPFATTLTSWHLMVTYCTLHVAQRLHFFEPKAIDG
HTVILFGFLNGTSIGLLNLSLGEFNSIGEFYQOMTKLAIIPFTVLLETIFLNKRFSETIKLSLMVLLLGVGIA
SVTDLELNLLGSVLSGLAIATTCVGQILTNTIQKKLKVSSTQLLYQSAPYQAAILFATGPFVDRLLTNRS
VFAHKYTTPVVGFIILSCLIAVSVNFSTFLVIGTTSPVTYQVLGHLKTCLVLSFGYTLLHDPFTMKNILG
ILVAIFGMALYSFFSVRESKKKSTNDALPVSQMPDKETEPLLATKDGSDIKKANGVSHGC

TaHKTI;4 CDN24623.1 YLPPYTTWFPFEESSGVKDHPTEETQGSRLLKSTALSQLSYLAIFITAICVTERENLEENPLNFSLLSIV
VEVVRQAPSNANQESLKTNNKYDCNLVPALLVSFMEADIF
TaGSK1 AAMT7T7397.1 MGNMSIRDDRDPEDIVVNGNGTEPGHIIVTSIEGRNGQAKQTISYMAERVVGNGSFGTVFQAKCLETGET

VAIKKVLODKRYKNRELQTMRVLDHPNVVALKHCFFSKTEKEELYLNLVLEYVPETAHRVIKHYNKMNQR
MPLIYAKLYMYQICRSLAYIHNSIGVCHRDIKPONLLVNPHTHQLKLCDFGSAKVLVKGEPNISYICSRY
YRAPELIFGATEYTTAIDVWSAGCVLAELLLGQPIFPGDSGVDQLVEIIKVLGTPTREEIKCMNPNYTEF
KFPQIKAHPWHKIFHKRMPAEAVDLVSRLLQYSPSLRSTALEALIHPFFDELRDPNTRLPNGRFLPPLEN
FKPHELKGVPMDILVKLIPEHARKNCAFVGW

TaP5CS AlIZ77473.1 MAGADLNRSFIKDVKRIIIKVGTAVITRNDGRLALGRIGALCEQVKDLNAQGYEVIMVTSGAVGVGRQRL
RYRKLVNSSFADLQKPOMELDGKACAAVGQSGLMALYDMLEFTQLDVSSSQLLVTDSDEFDNSNFRERLRET
VESLLELRVIPIFNENDAISTRKAPYEDSSGIFWDNDSLAGLLALELKADLLVLLSDVDGLYSGPPSEPS
SKLIHTYIKEKHYHEITFGDKSRVGRGGMTAKVQAAVWASTGGVPVVITSGCASQSLVKVLRGEKIGTLF
HKNASLWEPSKDTSVREMAVAARDCSRRLONLTSEERKKILVDVADALEANEDLIRSENEADLAAAHEAG
YESALVSRLTLKPGKIASLAKSVRTLANMEDPINEILKRTEVADGLVLEKTSCPLGVLLIIFESRPDALV
QIASLAIRSGNGLLLKGGKEAMRSNAILHKVITNAIPNNVGEKLIGLITTRDEIADLLKHDDVIDLVIPR
GSNKLVAQIKSSTKIPVLGHADGVCHVYIDKSADMDMAKRIVMDAKIDYPAACNAMETLLVHKDLMKTPE
LNDILVALKTAGVNLYCGPVAHKVLGYPKADSLHLEYSSMACTVEIVDDVQSAIDHIHRYGSAHTDCVVT
TDDKVAETFLRQVDSAAVLYNASTREFSDGARFGLGAEVGISTGRIHARGPVGVEGLLTTRWLLRGKGQVV
NGDKDVEYTHKSLPLQ

TaMYB AAU06822.1 MMYHAKKFSVPFAPQRAQNSEHVSNIGAFGGSNISNPANPVGSGKQRLRWTSDLHSRFVDAIAQLGGPDR
ATPKGVLTVMGVPGITIYHVKSHLOKYRLAKYIPESPAEGSKDEKKDSSDSFSNADSAPGSQINEALKMQ
MEVQKRLHEQLEVQKQLQLRIEAQGKYLOMIIEEQQKLGGSLEGSEERKLSHSPPTLDDYPDSIQPSPKK
PRLDDLSTDAVRGVTQPGFESHLIGPWDQELCPKTNICDPAFQVDEFKANPGLSKS




