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Supplementary material Table S1. Taxonomic classification assigned to 618 bacteria OTUs from phyllosphere (phy) and
rhizosphere (rhi) Cordia dodecandra microbiota in Yucatan's forest (for) and homegarden (hom) populations of the Northeast (NE)

and Southwest (SW) region. The last 8 columns present the percent (relative frequency) per sample coded by region, population, and

compartment.
SW NE SW NE SW NE SW NE
Class Order Family Genus Species hom | hom for for hom | hom for for
phy phy phy phy rhi rhi rhi rhi
Acidobacteriota
Acidobacteriae | Acidobacteriae | Acidobacteriae Paludibaculum metagenome 0.031
Acidobacteriae | Acidobacteriales Acidobacteriaceae Edaphobacter unidentified 0.035
(Subgroup 1)
Acidobacteriae | Acidobacteriales | Koribacteraceae CC;ezfdzdatus_Korzba unidentified 0.157
Acidobacteriac | Acidobacteriales |uncultured uncultured unidentified 0.165
. . uncultured
Acidobacteriac | Bryobacterales Bryobacteraceae | Bryobacter Acidobacteriaceae 0.045
Acidobacteriac | Bryobacterales Bryobacteraceae | Bryobacter unidentified 0.229 | 0.148 | 0.276 | 0.159
Acidobacteriae | PAUC26f PAUC26f PAUC26f uncultured_Sofibact 0.023
Acidobacteriae | Solibacterales Solibacteraceae Candidatus_Soliba uncgltured_Aczdoba 0.032
cter cteriales
Acidobacteriae | Solibacterales Solibacteraceae gifdldams*SOhba unidentified 0.128
Acidobacteriae | Subgroup 2 Subgroup 2 Subgroup 2 unidentified 0.045
Acidobacteriae | unidentified unidentified unidentified unidentified 0.055 0.051




uncultured bacteriu

Blastocatellia 45597 45597 nov-24 m 0.588 0.839 | 0.335
Blastocatellia 45597 45597 nov-24 | unidentified 0.13 0.097 | 0.084
Blastocatellia | Blastocatellales | Blastocatellaceae | Blastocatella Elculturedibacterlu 0.182
Blastocatellia | Blastocatellales | Blastocatellaceae | Blastocatella unidentified 0.055 0.074
Blastocatellia | Blastocatellales | Blastocatellaceae | uncultured unidentified 0.095 0.172
Blastocatellia | Blastocatellales | Blastocatellaceae | unidentified unidentified 0.115 0.29
Blastocatellia | DS-100 DS-100 DS-100 Z‘fecr‘;;tured—md"b“ 0.06 0.031
Blastocatellia | DS-100 DS-100 DS-100 unidentified 0.09
Blastocatellia | Elev-16S-573 | Elev-16S-573 Elev-16S-573 Z‘fecr‘;;tured—md"b“ 0.389 0.585 | 1.593
Blastocatellia | Pyrinomonadales | Pyrinomonadaceae | RB41 ﬁlrézglcrobmm 0.324
Blastocatellia | Pyrinomonadales | Pyrinomonadaceae | RB41 E?ei?clztured*AadOba 0.129 | 0.15
Blastocatellia | Pyrinomonadales | Pyrinomonadaceae | RB41 uncgltured_Aczdoba 0.189 0.272
cteriaceae
Blastocatellia | Pyrinomonadales | Pyrinomonadaceae | RB41 uncgltured_Aczdoba 0.284
cteriales
Blastocatellia | Pyrinomonadales | Pyrinomonadaceae | RB41 EZi?it;red—AadOba 0.055
Blastocatellia | Pyrinomonadales | Pyrinomonadaceae | RB41 unidentified 2.268 | 0.445 | 1.484 | 0.655
Holophagae Subgroup 7 Subgroup 7 Subgroup 7 metagenome 0.088
Holophagae Subgroup 7 Subgroup 7 Subgroup 7 z;ilg:lmred_Aczdoba 0.046
Holophagae Subgroup 7 Subgroup 7 Subgroup 7 }[Jencultured_candlda 0.055 | 0.015
Holophagae Subgroup 7 Subgroup 7 Subgroup 7 :lr-;(‘:gl;lturediDesulfo 0.174 0.189
Holophagae Subgroup 7 Subgroup 7 Subgroup 7 unidentified 0.499 0.161 | 0.071
Subgroup 11 | Subgroup 11 Subgroup 11 Subgroup 11 uncultured_bacteriu 0.203 | 0.126

m




uncultured bacteriu

Subgroup 18 | Subgroup 18 Subgroup 18 Subgroup 18 m 0.115 0.336 | 0.66
uncultured proteob

Subgroup 22 | Subgroup 22 Subgroup 22 Subgroup 22 acterium 0.042
Subgroup 22 | Subgroup 22 Subgroup 22 Subgroup 22 unidentified 0.074 | 0.064
Subgroup 25 |Subgroup 25 | Subgroup 25 Subgroup_25 ;‘;whured—ba“er‘u 0.035 0.041 | 0384
Subgroup 25 | Subgroup 25 Subgroup 25 Subgroup 25 uncultured_soil 0.105 0.065 | 2.622
Subgroup 25 | Subgroup 25 Subgroup 25 Subgroup 25 unidentified 0.097
Subgroup 5 Subgroup 5 Subgroup 5 Subgroup 5 E?ei?;tured*AadOba 0.083
Subgroup 5 | Subgroup_5 Subgroup_5 Subgroup_5 ;‘r?cuhured—ba“e““ 0229 | 0.148 | 0.765 | 0.057
Subgroup 5 Subgroup 5 Subgroup 5 Subgroup 5 unidentified 0.088
Thermoanaero | Thermoanaeroba | Thermoanaerobac Acidobacteria_bact

. Subgroup 10 . - 0.115
baculia culales ulaceae erium
Thermoanaero | Thermoanaeroba | Thermoanaerobac uncultured_Alphapr

. Subgroup 10 = 0.15
baculia culales ulaceae oteobacteria
Thermoanaero | Thermoanaeroba | Thermoanaerobac uncultured_Bactero

. Subgroup 10 . 0.035
baculia culales ulaceae idetes
Therrpoanaero Thermoanaeroba | Thermoanaerobac Subgroup_ 10 uncultured Holoph 0.075
baculia culales ulaceae - aga
Thermoanaero Thermoanaeroba | Thermoanaerobac Subgroup_ 10 unidentified 0083 | 034
baculia culales ulaceae
unidentified unidentified unidentified unidentified unidentified 1.772
i\allwmamlbacter Subgroup 17 Subgroup 17 Subgroup 17 Elcultured_bacterlu 0.06
i\glcmamlbacter Subgroup 17 Subgroup 17 Subgroup 17 unidentified 0.166 | 0.287
Y101nam1bacter Vicinamibacteral uncultured uncultured uncgltured_Aczdoba 0.7
ia es cteriales
i\;lcmam‘bwer zls“"“amlba"teral uncultured uncultured unidentified 0.254 0.926 | 3.416
Vicinamibacter | Vicinamibacteral | . entified unidentified unidentified 0.668 1.078 | 3.467

ia

&)




i\:cmamlbacter Zslcmamlbacteral ;/elcmamlbacterace Luteitalea unidentified 0.166
Vicinamibacter | Vicinamibacteral | Vicinamibacterace uncultured Acidoba
. uncultured . = 0.005
1a €S ae cteria
Vicinamibacter | Vicinamibacteral | Vicinamibacterace uncultured bacteriu
. uncultured - 0.386
ia es ae m
i\8111c1nzunlbacter Zslcmamlbacteral Zelcmamlbacterace uncultured unidentified 0129
i\afllcmamlbacter Zslcmamlbacteral Zelcmamlbacterace unidentified unidentified 0.009 | 0556
i\a/llcmamlbacter Zslcmamlbacteral ;;wmamlbacterace Vicinamibacter unidentified 0.135 0.18
Vicinamibacter | Vicinamibacteral | Vicinamibacterace | Vicinamibacteracea | uncultured Sacchar 0.129
ia es ae e ibacillus )
Y1c1nam1bacter Vicinamibacteral | Vicinamibacterace | Vicinamibacteracea unidentified 161 10371 | 3.023 | 4.996
ia es ae e
Actinobacteriota
e . . . bacterium_YC-
Acidimicrobiia | Actinomarinales |uncultured uncultured 7SS-LKJ173 0.124
Acidimicrobiia | IMCC26256 IMCC26256 IMCC26256 metagenome 0.135 0.161 | 0.108
Acidimicrobiia | IMCC26256 IMCC26256 IMCC26256 ::;;l};;red_mdzmz 0.078
Acidimicrobiia | IMCC26256 IMCC26256 IMCC26256 Ecultured—ba“e“u 0.145 0.401 | 0.113
Acidimicrobiia | IMCC26256 IMCC26256 IMCC26256 unidentified 0.085 0.106 | 0.285
Acidimicrobiia | Microtrichales JTamiaceae lamia unidentified 0.062
Acidimicrobiia | Microtrichales Tlumatobacteracea uncultured uncu.ltured_Aczdlmz 0.041 | 0.119
e crobiaceae
Acidimicrobiia | Microtrichales ilumatobacteracea uncultured Elcultured_bacterlu 0.06 0.342
Acidimicrobiia | Microtrichales ilumatobacteracea uncultured uncultured_soil 0.095
Acidimicrobiia | Microtrichales | Lumatobacteracea | 1ired unidentified 0.028 | 0.225

[S




uncultured_Actinom

Acidimicrobiia | Microtrichales Microtrichaceae uncultured 0.046
ycetales
Acidimicrobiia | Microtrichales uncultured uncultured Ef;;l};:red_Aczdzmz 0.068
Acidimicrobiia | Microtrichales | uncultured uncultured I‘Elc‘lhured—ba“e““ 0.518 | 0.698 | 0.327 | 0.382
Acidimicrobiia | Microtrichales uncultured uncultured unidentified 1.313 | 0.216
Acidimicrobiia | Microtrichales unidentified unidentified unidentified 0.071
Acidimicrobiia | uncultured uncultured uncultured unidentified 0.132
Acidimicrobiia | unidentified unidentified unidentified unidentified 0.115 ] 0.193 | 0.276 | 0.492
Actinobacteria |0319-7L14 0319-7L14 0319-7L14 uncultured_actinob 0.018 | 0.06
acterrum
Actinobacteria |0319-7L14 0319-7L14 0319-7L14 ;‘wulmredfba“e““ 0.022
Actinobacteria | 0319-7L14 0319-7L14 0319-7L14 unidentified 0.015
Actinobacteria | Actinomycetales | Actinomycetaceae | Actinomyces gg:;z;l.’?y ces 0.031
Actinobacteria Corynebacteriale | Corynebacteriacea Corynebacterium Corynebacterium 0.095
S e durum
Actinobacteria Corynebacteriale | Corynebacteriacea Corynebacterium Corynebacter.{um 0102
s e kroppenstedtii
Actinobacteria Corynebacteriale | Corynebacteriacea Corynebacterium Corynebacterzym 0183
S e tuberculostearicum
Actinobacteria Sory“eba“e“ale S"ryneba“e“acea Corynebacterium | unidentified 0.095
Actinobacteria SCOW“ebaCte“ale Mycobacteriaceae | Mycobacterium unidentified 1.342 | 1.852 | 0.615 1.301 | 3.206 | 1.143 | 0.393
Actinobacteria SCorynebacterlale Nocardiaceae Rhodococcus unidentified 0.06
Actinobacteria | Euzebyales Euzebyaceae uncultured umncultured_bacterlu 0.068
Actinobacteria | Frankiales g;eeodermatop hilac Blastococcus unidentified 0.286 | 0.06
Actinobacteria | Frankiales S;eeodermatophllac CCZ?eeodermatop hilace Blastococcus sp. 0.254




Geodermatophilac

Actinobacteria | Frankiales cac Geodermatophilus | unidentified 0.079
. . . Geodermatophilac . . e
Actinobacteria | Frankiales cac P Klenkia Klenkia brasiliensis 0.182 | 0.36
. . . Geodermatophilac . . .
Actinobacteria | Frankiales cac P Klenkia unidentified 0.364
. . . rmatophila . . . .
Actinobacteria | Frankiales S;eeode OPAAC 1 nidentified unidentified 0.279
. . . . uncultured bacteriu
Actinobacteria | Frankiales Sporichthyaceae | uncultured m - 0.024
. . . . . . . Ornithinimicrobium
Actinobacteria | Kineosporiales Kineosporiaceae | Pseudokineococcus sp 0.276
. . . . . . . Pseudokineococcus
Actinobacteria | Kineosporiales Kineosporiaceae | Pseudokineococcus . 0.281
lusitanus
Actinobacteria | Kineosporiales Kineosporiaceae | Quadrisphaera imeosporiaceae 0.085
bacterium
Actinobacteria | Kineosporiales Kineosporiaceae | Quadrisphaera Quadrisphaera 0.562 | 0.657 | 0.688
granulorum
Actinobacteria | Kineosporiales Kineosporiaceae | Quadrisphaera lgzlzéllturediKmeoco 0.165
Actinobacteria | Kineosporiales Kineosporiaceae | uncultured Elculturedibacterlu 0.065
Actinobacteria | Kineosporiales | Kineosporiaceae | unidentified unidentified 0.088
Actinobacteria | Micrococcales Brevibacteriaceae | Brevibacterium Brew.b acterium 0.042
paucivorans
Actinobacteria | Micrococcales Intrasporangiaceae | Lapillicoccus unidentified 0.06
Actinobacteria | Micrococcales Microbacteriaceae | Agrococcus Agrococcus terreus 0.051
Actinobacteria | Micrococcales Microbacteriaceae | Agromyces unidentified 0.134 | 0.203
Actinobacteria | Micrococcales Microbacteriaceae | Curtobacterium unidentified 0.132
Actinobacteria | Micrococcales Microbacteriaceae | Microbacterium unidentified 0.876 0.232
Actinobacteria | Micrococcales Micrococcaceae Pseudarthrobacter |unidentified 0.209
Actinobacteria | Micrococcales Micrococcaceae Sinomonas Ilﬁlcultured_bacterlu 0.051
Actinobacteria | Micrococcales Micrococcaceae unidentified unidentified 1.226 0.189




Actinobacteria rslcmmonosf’ora Ie\glecromon“porac Actinoplanes unidentified 0.347 0.077
Actinobacteria %\élslcromonospora lgg;cromonosporac Catenuloplanes unidentified 0.068
Actinobacteria %\élslcromonospora le\glecromonosporac Dactylosporangium | unidentified 0.145
Actinobacteria %\élslcromonospora lggicromonosporac Micromonospora unidentified 0.1 0.102
Actinobacteria i\gslcmmonosf’ora x;cromon“porac Rhizocola unidentified 0.066
Actinobacteria {\fslcmmonosf’ora ggromon“porac unidentified unidentified 0.513 0.553 | 0.49 | 0.604 | 0.572
Actinobacteria %\élslcromonospora le\glecromonosporac Virgisporangium unidentified 0.214
Actinobacteria i’srop ionibacterial Nocardioidaceae | Actinopolymorpha umnculmred_bacterlu 0.163
Actinobacteria eP;op ionibacterial Nocardioidaceae | Kribbella unidentified 0.125 | 0.742 | 0.152 | 0.077
Actinobacteria ePSroplonlbacterlal Nocardioidaceae | Marmoricola unidentified 0.099 0.04
Actinobacteria Propionibacterial Nocardioidaceae | Nocardioides Nocara{zozdes 0.11 0.092
es kandeliae
Actinobacteria Propionibacterial Nocardioidaceae | Nocardioides Nocqrdl?ldes 0.265
es marinquilinus
Actinobacteria eP:op ionibacterial Nocardioidaceae | Nocardioides unidentified 1.918 | 1.06 0.12 0.152 | 0.587
Actinobacteria eP;op ionibacterial Nocardioidaceae | unidentified unidentified 0.327 | 0.442 | 0.031
Actinobacteria eP Smp“’mbacw“al 5 ;"plombamr‘ace Cutibacterium unidentified 0911
Actinobacteria gsropwnlbacterlal i’;oplombactenace Friedmanniella unidentified 0.129
Actinobacteria Propionibacterial | Propionibacteriace Microlunatus uncu}tured_actlnob 1,506 4041 | 0.675
€s ae acterium
Actinobacteria ePS“’plO“‘baCte“al £;°p‘°n‘ba°te“a°e Microlunatus unidentified 1341 [ 0193 | 1.77 | 0313




Actinobacteria Sseudonocardiale ePseudonocardiacea Actinomycetospora Elculturedibacteriu 6.711 | 3.043 | 4388

Actinobacteria Eseudonocardiale Eseudonocardiacea Actinomycetospora | unidentified 13.231| 4.829 | 12.317| 7.134

Actinobacteria Eseudonocardiale Zseudonocardiacea Actinophytocola unidentified 0.371 | 0.175

Actinobacteria i’seudonocardiale gseudonocardiacea Amycolatopsis unidentified 0.046

Actinobacteria | Seudonocardiale | Pseudonocardiacea | ;e unidentified 0.194 | 0.653 0.154

Actinobacteria Eseudonocardiale ePseudonocardiacea Kibdelosporangium g)ibdelosporangium 0.145

Actinobacteria Eseudonocardiale Zseudonocardiacea Kibdelosporangium | unidentified 0.194

Actinobacteria Zseudonocardiale Eseudonocardiacea Lechevalieria unidentified 0.068

Actinobacteria | Seudonocardiale | Pseudonocardiacea | pey, gonocardia | unidentified 2.001 | 2.65 | 1.418 | 0.005 0.544 | 0.166

Actinobacteria Pseudonocardiale | Pseudonocardiacea Saccharopolyspora Saccharf)polyspora 0.06
s e cebuensis

Actinobacteria | | >cVdonocardiale | Pseudonocardiaces | piepifieq unidentified 0.244 0.06

Actinobacteria | Streptomycetales | Streptomycetaceae | Streptomyces ;ZZJ Lismy ces 0.401

Actinobacteria | Streptomycetales | Streptomycetaceae | Streptomyces unidentified 0.528 | 4.141 | 0.378 | 0.563

Actinobacteria s;reptosporangial S;reptosporangiace Nonomuraea unidentified 0.11

Actinobacteria S:rep tosporangial jérep tosporangiace unidentified unidentified 0.074

Actinobacteria S:rep tosporangial ;Fehaeermomonosp T | Actinoallomurus unidentified 0.024

Actinobacteria S:rept‘“porangial unidentified unidentified unidentified 0.046

Actinobacteria | unidentified unidentified unidentified unidentified 0.259 | 0.163 | 1.295 | 0.474

MB-A2-108 | MB-A2-108 MB-A2-108 MB-A2-108 uncultured_bacteriu 0.015 | 0.419 | 0.15

m




MB-A2-108 MB-A2-108 MB-A2-108 MB-A2-108 unidentified 0.723 | 0.237 | 1.369 | 0.331
Rubrobacteria | Rubrobacterales | Rubrobacteriaceae | Rubrobacter metagenome 0.957 | 0.312 | 2.493 | 0.64
Rubrobacteria | Rubrobacterales | Rubrobacteriaceae | Rubrobacter uncu!tured_actlnob 0.044
acterium
Rubrobacteria | Rubrobacterales | Rubrobacteriaceae | Rubrobacter ;lzlectlzlged_/lcnnom 0.917 0.641 | 0.327
Rubrobacteria | Rubrobacterales | Rubrobacteriaceae | Rubrobacter Zrcl;;ltured*RubFOb 0.289
Rubrobacteria | Rubrobacterales | Rubrobacteriaceae | Rubrobacter unidentified 1.391 1.29 | 0.291
Thermoleophili | . jiales Gaiellaceae Gaiella uncultured_dcidimi 0.16 0.078 | 0.04
a crobiia
:“hermoleophlh Gaiellales Gaiellaceae Gaiella Iurilcultured_bacterlu 0.508 0.3 0.777
:"hermoleop hili Gaiellales Gaiellaceae Gaiella umncultured_orgams 0.032 | 0.121
Thermoleophili Gaiellales Gaiellaceae Gaiella uncul.tured_Rubrob 0.209 0.084
a acteria
ghermoleophlh Gaiellales Gaiellaceae Gaiella unidentified 0.493 | 1.479
Thermoleophili | - l1ales uncultured uncultured uncultured_actinob 0.08 0.336 | 1.675
a acterium
:"hermoleop hili Gaiellales uncultured uncultured umncultured_bacterlu 0.336 | 0.342
:"hermoleop hili Gaiellales uncultured uncultured umncultured_orgams 0.041
Thermoleophili Gaiellales uncultured uncultured uncultured_Rubrob 0.264 | 0.178 0.031
a acterales
Thermoleophilt | Gjeltates uncultured uncultured unidentified 1535 2355 | 6.298
zhem’le"phlh Gaiellales unidentified unidentified unidentified 0.339 0.438 | 2.377
:"hermoleophﬂl :;)hrubrobacteral 67-14 67-14 umncultured_bacterlu 0.065 1.461
Thermoleophili | Solirubrobacteral 67-14 67-14 uncultured Conexib 0026
a es acteraceae




Thermoleophili | Solirubrobacteral 67-14 67-14 uncultured Rubrob 012 | 0.505
a es acteraceae
Thermoleophili | Solirubrobacteral 67-14 67-14 uncul.tured_Rubrob 0.069
a €s acteria
zhem’le"phlh Ssc’hr“bmba“eral 67-14 67-14 unidentified 2014 | 0.119 | 1.76 | 2.357
:"hermoleophﬂl S;)llmbrobacteral S;)hrubrobacterace Conexibacter unidentified 0.064
zhemoleophlll 6stohrubrobacteral Sghrubrobacterace Solirubrobacter Elculturedibacterlu 0.409 | 0.401 | 0272 | 0265
ghem’le"phlh Ss"llmbmba“eral Sghmbmba“erace Solirubrobacter | unidentified 0.309 0.332 | 0.093
zhem’le"phlh Ssc’hr“bmba“eral Sghmbmba“m"e unidentified unidentified 0.628 | 0.466 | 1.031 0.249
Thermolcophilt | Solimbrobacteral | i genified unidentified unidentified 0.773 | 1.187 | 0.581 | 0.225
:"hermoleop hili uncultured uncultured uncultured ﬁlcultured_bacterlu 0.075
ghem’le"phlh unidentified unidentified unidentified unidentified 0.005 0.065 | 0.09
unidentified unidentified unidentified unidentified unidentified 0.633 0.124 | 0.088
Armatimonadota
aAnnatlmonadl ;%rmatlmonadale Armatimonadales | Armatimonadales | unidentified 0.033
Bacteroidota
Bacteroidia Bacteroidales Bacteroidaceae Bacteroides unidentified 0.02
Bacteroidia Bacteroidales Bacteroidetes_vadi| Bacteroidetes_vadi unidentified 0.024
nHA17 nHAI7 )
Bacteroidia Chitinophagales | Chitinophagaceae | Aurantisolimonas Elcultured_bacterlu 0.165
- .. .. . Chitinophaga
Bacteroidia Chitinophagales | Chitinophagaceae | Chitinophaga Sfliformis 0.083
- .. .. .. Chitinophaga
Bacteroidia Chitinophagales | Chitinophagaceae | Chitinophaga ginsengihumi 0.078




uncultured bacteriu

Bacteroidia Chitinophagales | Chitinophagaceae | Cnuella m 0.035
Bacteroidia Chitinophagales | Chitinophagaceae | Dinghuibacter Iurlllcultured_bactenu 0.032
Bacteroidia Chitinophagales | Chitinophagaceae | Edaphobaculum Ilﬁlcultured_bacterlu 0.099
Bacteroidia Chitinophagales | Chitinophagaceae | Edaphobaculum zzzzgured_Chltzno 0.116 | 0.085
Bacteroidia Chitinophagales | Chitinophagaceae | Edaphobaculum unidentified 0.024
Bacteroidia Chitinophagales | Chitinophagaceae | Flavisolibacter Flavzso.lzbacter 0.042
swuensis
Bacteroidia Chitinophagales | Chitinophagaceae | Flavisolibacter Fla v solibacter 0.06
tropicus
Bacteroidia Chitinophagales | Chitinophagaceae | Flavisolibacter unidentified 0.232 | 0.254 0.232
Bacteroidia Chitinophagales | Chitinophagaceae | Niastella uncultured_soil 0.083
Bacteroidia Chitinophagales | Chitinophagaceae | Niastella unidentified 0.184 0.249
Bacteroidia Chitinophagales | Chitinophagaceae | Puia unidentified 0.065
Bacteroidia Chitinophagales | Chitinophagaceae | Terrimonas unidentified 0.13 0.175
Bacteroidia Chitinophagales | Chitinophagaceae |uncultured sznaczcht.er 0.035
ginsenosidivorans
Bacteroidia Chitinophagales | Chitinophagaceae |uncultured ?;;;LTred—FlaWSOl 0.05
Bacteroidia Chitinophagales | Chitinophagaceae | uncultured chultured_Nzastell 0.068
Bacteroidia Chitinophagales | Chitinophagaceae |uncultured unidentified 0.045 0.198 | 0.042
Bacteroidia Chitinophagales | Chitinophagaceae |unidentified unidentified 0.014 | 0.099
Bacteroidia Chitinophagales | Saprospiraceae uncultured unidentified 0.015
Bacteroidia Chitinophagales | unidentified unidentified unidentified 0.024
Bacteroidia Cytophagales Cyclobacteriaceae |uncultured unidentified 0.035
Bacteroidia Cytophagales Zlymenobacteracea Hymenobacter unidentified 0.083 | 0.106 0.132
Bacteroidia Cytophagales Microscillaceae Chryseolinea uncultured_bacteriu 0.06

m




Bacteroidia Cytophagales Microscillaceae Chryseolinea unidentified 0.078
Bacteroidia Cytophagales Microscillaceae Flexibacter unidentified 0.023
Bacteroidia Cytophagales Microscillaceae Ohtaekwangia unidentified 0.022
Bacteroidia Cytophagales Microscillaceae uncultured uncultured_soil 0.108
Bacteroidia Cytophagales Microscillaceae uncultured unidentified 0.134
Bacteroidia Cytophagales Microscillaceae unidentified unidentified 0.06
Bacteroidia Cytophagales Spirosomaceae Dyadobacter unidentified 0.248 0.078
Bacteroidia Cytophagales Spirosomaceae Larkinella Larkinella harenae 0.298 | 0.254
Bacteroidia Cytophagales Spirosomaceae Larkinella ;arkznella 0.148

insperata
Bacteroidia Cytophagales Spirosomaceae Larkinella Larkinella ripae 0.083 | 0.106 0.014
Bacteroidia Cytophagales Spirosomaceae Rudanella umncultured_bacterlu 0.165 0.387
Bacteroidia Cytophagales Spirosomaceae Spirosoma Spirosoma oryzae 0.48 0.43
Bacteroidia Cytophagales Spirosomaceae Spirosoma unidentified 0.232 | 0.466
Bacteroidia Flavobacteriales | Flavobacteriaceae | Flavobacterium unidentified 0.041
Bacteroidia Flavobacteriales II:IS97mar1ne7grou NS9 marine group | metagenome 0.015
Bacteroidia Flavobacteriales | unidentified unidentified unidentified 0.066
Bacteroidia Flavobacteriales | Weeksellaceae Chryseobacterium | unidentified 0.099
Bacteroidia | SPMEOPenl | Ak yr767 AKYH767 umcultired_bacteriu 0.014
Bacteroidia S;’hmg"ba“e“al env.OPS_17 env.OPS_17 unidentified 0.035 0.057
Bacteroidia sshlngobacterlal Sé)hmgobacterlace Mucilaginibacter | unidentified 0.032
Bacteroidia | SPPEOPAAl | ypigenificd unidentified unidentified 0.009
Kapabacteria | Kapabacteriales | Kapabacteriales Kapabacteriales unidentified 0.028
SJA-28 SJA-28 SJA-28 SJA-28 metagenome 0.02
SIA-28 SIA-28 SIA-28 SIA-28 uncultured_bacteriu 0.093

m




Bdellovibrionota

Edellovibrioni Edellovibrionale Edellovibrionacea Bdellovibrio Eilcultured_bacteriu 0.051
Bdellovibrioni | Bdellovibrionale | Bdellovibrionacea OM27 clade uncultured Myxoco 0.092
a s e - ccales
fdellovibrioni ]SSdellovibrionale ]:dellovibrionacea OM27_clade unidentified 011
Oligoflexia Oligoflexales uncultured uncultured unidentified 0.04
Chloroflexi
Anaerolineae | Anaerolineales Anaerolineaceae | uncultured unidentified 0.035 0.042
Anaerolineae | Anaerolineales Anaerolineaceae | UTCFX1 Eilcultured_bacteriu 0.042
Anaerolineae | Ardenticatenales | Ardenticatenaceae | uncultured unidentified 0.148
Anaerolineae | Ardenticatenales |uncultured uncultured Elculturedibacteriu 0.02 0.051
Anaerolineae | Ardenticatenales |uncultured uncultured :zzlcultured_Litorilin 0.069
Anaerolineae | Ardenticatenales |uncultured uncultured unidentified 0.014
Anaerolineae | Caldilineales Caldilineaceae Litorilinea Elcultured_bacteriu 0.057
Anaerolineae | Caldilineales Caldilineaceae uncultured Ilﬁlcultured_bacteriu 0.071
Anaerolineae | Caldilineales Caldilineaceae uncultured uncultured_soil 0.05
Anaerolineae | Caldilineales Caldilineaceae uncultured unidentified 0.032
Anaerolineae | RBG-13-54-9 RBG-13-54-9 RBG-13-54-9 unidentified 0.014
Anaerolineac | SBR1031 Adb Adb ;‘wuhuredfba“eriu 0.055 0.253 | 0.426
Anaerolineae | SBR1031 Adb Adb uncultured_Caldilin 0.095
Anaerolineae | SBR1031 A4b A4b uncultured_soil 0.046
Anaerolineae | SBR1031 A4b A4b unidentified 0.065 | 0.134 | 0.028 | 0.247
Anaerolineac | SBR1031 SBR1031 SBR1031 uncultured_bacteriu 0.055

m




uncultured Caldilin

Anaerolineae SBR1031 SBR1031 SBR1031 0.014
eaceae
Anaerolineae | SBR1031 SBR1031 SBR1031 uncultured_soil 0.082
Anaerolineae SBR1031 SBR1031 SBR1031 unidentified 0.106
Anaerolineae SBR1031 unidentified unidentified unidentified 0.051 | 0.174
Chloroflexia Chloroflexales Roseiflexaceae uncultured Elcultured_bacterlu 0.288 | 0.281 | 0996 | 043 | 0.314 0.152 | 0.185
Chloroflexia Chloroflexales Roseiflexaceae uncultured }leI;iulmred_Chlorof 0.129
Chloroflexia Z:‘emomwmb‘al JG30-KF-CM45 | JG30-KF-CM45 Elculmredfba“e““ 0.959 | 1.472 | 1.208 | 0.258 | 0.025 0.177
Chloroflexia Z:lemomlcmblal JG30-KF-CM45 | JG30-KF-CM45 | unidentified 0.073
Chloroflexia Thermomicrobial | Thermomicrobiace Nitrolancea Nitrolan'cea 0053
es ae hollandica

gehalococco‘d S085 S085 S085 metagenome 0.038
gehalococcmd S085 3085 3085 Elculturedibacterlu 0.055 0392 | 0108
Dehalococcoid 085 3085 3085 uncultured _Chlorof 0.053
ia lexi )
gehalococc"‘d S085 3085 S085 unidentified 0.069 | 0.373
gehalococcmd SAR202_clade |SAR202_clade SAR202_clade uncultured_soil 0.023
Gitt-GS-136 | Gitt-GS-136 Gitt-GS-136 Gitt-GS-136 Ecultured—ba“e“u 0.065 0.484 | 0.135
Gitt-GS-136 Gitt-GS-136 Gitt-GS-136 Gitt-GS-136 unidentified 0.17
JcijgéKF' JG30-KF-CM66 | JG30-KF-CM66 | JG30-KF-CM66 Ecultured—ba“e“u 0.06
KD4-96 KD4-96 KD4-96 KD4-96 metagenome 0.341 0.104
KD4-96 KD4-96 KD4-96 KD4-96 Ecultured—b"‘“e“u 0.465 | 0.113
KD4-96 KD4-96 KD4-96 KD4-96 uncultured_Chlorof 0.579 | 0.06

lexi




KD4-96 KD4-96 KD4-96 KD4-96 zncultureuewh”e 0.108
KD4-96 KD4-96 KD4-96 KD4-96 unidentified 0.454 | 0.267 | 0.576 | 0.185
ftedonobacterl Co119 Co119 Co119 Elculturedibacterlu 0.023
ftedonobacterl i(tedonobacterale Ie(tedonobacteracea uncultured unidentified 0.037
OLB14 OLB14 OLB14 OLB14 E?C”h“red—ba“e“” 0.051
P2-11E P2-11E P2-11E P2-11E ﬁmulmr“‘d—b“ter‘u 0.152 | 0.018
TK10 TK10 TK10 TK10 bacterium_Ellin 0.208
TK10 TK10 TK10 TK10 ﬁmulmr“‘d—b“ter‘u 0.13 0.097 | 0.117
TK10 TK10 TK10 TK10 }le‘;f.“huredfcm"mf 0.065 0.035
TK10 TK10 TK10 TK10 uncultured 0.14
Firmicutes

TK10 TK10 TK10 TK10 unidentified 0.135 0.244 | 0.161

Cyanobacteria
Cyanobacteriia | Cyanobacteriales Saheroococmdlop S4¢ | Unidentified unidentified 0.227
Cyanobacteriia | Cyanobacteriales | Nostocaceae g%t; (;1 ema_VB- unidentified 1.726 0.339
Cyanobacteriia | Cyanobacteriales | unidentified unidentified unidentified 0.141
Se;ncytochrom Sericytochromati Sericytochromatia | Sericytochromatia uncult}lred 0.009
atia a bacterium
Vampirivibrion | Obscuribacterale | Obscuribacteracea | Obscuribacteracea | bioreactor 0032
ia s e e metagenome )
Vampirivibrion | Obscuribacterale | Obscuribacteracea | Obscuribacteracea |uncultured bacteriu 0238
ia s e e m )
i\;amplrlwbrlon l\ézsimplrowbrlona ;/amplrowbrlonale Vampirovibrionales ﬁlcultured_bacterlu 0.093

Deinococcota




Deinococci Deinococcales Deinococcaceae Deinococcus Democo.cczfs 0.053
cellulosilyticus
Deinococci Deinococcales Deinococcaceae Deinococcus unidentified 0.115
Deinococci Deinococcales Trueperaceae Truepera zrclg;lblvturediDemoc 0.276
Deinococci Deinococcales Trueperaceae Truepera unidentified 0.281 | 0.339
Dependentiae
Babeliae Babeliales unidentified unidentified unidentified 0.068
Babeliae Babeliales Vermiphilaceae Vermiphilaceae ﬁlcultured_bacterlu 0.053
Babeliae Babeliales Vermiphilaceae Vermiphilaceae unidentified 0.024
Desulfobacterota
]d)izsulfuromona Geobacterales Geobacteraceae Citrifermentans unidentified 0.046
]d)izsulfuromona Geobacterales Geobacteraceae Geobacter unidentified 0.013
]d)izsulfuromona Geobacterales Geobacteraceae unidentified unidentified 0.084
S}fntrophobact Syntrophobactera | Syntrophobacterac Syntrophobacter unidentified 0.031
eria les eac
uncultured uncultured uncultured uncultured uncultured Dongia 0.051
uncultured uncultured uncultured uncultured unidentified 0.12 0.152 | 0.159
Elusimicrobiota
Elusimicrobia | MVP-88 MVP-88 MVP-88 uncultured_bacteriu 0.11
Lineage IIb Lineage IIb Lineage IIb Lineage IIb Encult}lred 0.015
acterium
Entotheonellaeota
Entotheonellia | Entotheonellales | Entotheonellaceae | Entotheonellaceae uncult}lred 0.065 0.221 | 0.132
bacterium
Entotheonellia | Entotheonellales | Entotheonellaceae | Entotheonellaceae | unidentified 0.753 0.055




Firmicutes

Bacilli Bacillales Bacillaceae Bacillus Bacillus acidiceler 1.092 | 1.633
Bacilli Bacillales Bacillaceae Bacillus Baczl{us' 1.396 | 5.387
arbutinivorans
Bacilli Bacillales Bacillaceae Bacillus Bacillus asahii 0.045 | 1.306 0.071
Bacilli Bacillales Bacillaceae Bacillus Bacillus fastidiosus 0.023
Bacilli Bacillales Bacillaceae Bacillus Bacillus 0.508 0.723 | 0.104
fengqiuensis
Bacilli Bacillales Bacillaceae Bacillus Bacillus funiculus 2.258 0.309
Bacilli Bacillales Bacillaceae Bacillus Bacillus idriensis 0.89
Bacilli Bacillales Bacillaceae Bacillus Bacillus korlensis 0.08
Bacilli Bacillales Bacillaceae Bacillus Bacillus malikii 0.309
Bacilli Bacillales Bacillaceae Bacillus Bacillus nealsonii 0.623 | 1.469
Bacilli Bacillales Bacillaceae Bacillus Bacillus niacini 1.226
Bacilli Bacillales Bacillaceae Bacillus umncultured_orgams 0.065 | 0.104
Bacilli Bacillales Bacillaceae Bacillus unidentified 24.892128.317 | 2.696 | 0.653
Bacilli Bacillales Bacillaceae Fictibacillus unidentified 1.232
Bacilli Bacillales Bacillaceae unidentified unidentified 0.055
Bacilli Bacillales Bacillaceae Virgibacillus ;‘wulmredfba“e““ 0.04
Bacilli Bacillales Planococcaceae Chungangia unidentified 0.015
Bacilli Bacillales Planococcaceae Domibacillus uncultured Bacillus 1.665 | 1.187
Bacilli Bacillales Planococcaceae Domibacillus Elculturedibacterlu 0.055
Bacilli Bacillales Planococcaceae Domibacillus unidentified 0.862 | 0.505 | 0.032
Bacilli Bacillales Planococcaceae Lysinibacillus Ly smlba.czllus 0.075
composti
Bacilli Bacillales Planococcaceae Lysinibacillus Elcultured_bactenu 0.037
Bacilli Bacillales unidentified unidentified unidentified 0.165 | 0.564 0.119




Bacilli Brevibacillales Brevibacillaceae | Brevibacillus unidentified 0.045 0.115
Bacilli Lactobacillales | Streptococcaceae | Streptococcus Strep toc.’occus 1.079

agalactiae
Bacilli Lactobacillales | Streptococcaceae | Streptococcus Elculturediorganls 0.108
Bacilli Paenibacillales | Paenibacillaceae | Ammoniphilus unidentified 0.803 0.166
Bacilli Paenibacillales Paenibacillaceae | Paenibacillus Paemchzllys 0.071

cellulosilyticus
Bacilli Paenibacillales Paenibacillaceae | Paenibacillus Paembaczlhfs 0.095

pocheonensis
Bacilli Paenibacillales Paenibacillaceae | Paenibacillus Paenibacillus zeae 0.062
Bacilli Paenibacillales Paenibacillaceae | Paenibacillus unidentified 0.319 | 0.519 0.031
Bacilli Staphylococcales | Staphylococcaceae | Staphylococcus unidentified 0.647

Peptostreptococc
Clostridia ales- Peptgst.reptococcal Finegoldia Finegoldia magna 0.075
. es-Tissierellales
Tissierellales
GAL15
GALI5 GALIS GALIS GALI5 ;‘;“ulmred—ba“e“u 0.025
Gemmatimonadota
AKAU4049 | AKAU4049 AKAU4049 AKAU4049 “mnculmred—ba“e“u 0.041
AKAU4049 AKAU4049 AKAU4049 AKAU4049 uncultured_soil 0.065 | 0.026
BD2- BD2- BD2- BD2-
11 terrestrial | 11 terrestrial gr |11 terrestrial grou| 11 terrestrial grou | metagenome 0.088
group oup p p
BD2- BD2- BD2- BD2-
11 terrestrial | 11 terrestrial gr |11 terrestrial grou| 11 terrestrial grou |uncultured soil 0.15
group oup p P
geef[rensmatlmona g:mmanmonada eGazmmanmonadac Gemmatimonas unidentified 0.065 0.238
Gemmatimona | Gemmatimonada | Gemmatimonadac - uncultured bacteriu
Roseisolibacter - 0.084

detes les eae m




Gemmatimona | Gemmatimonada | Gemmatimonadac Roseisolibacter unidentified 0.075
detes les eae
Gemmatimona | Gemmatimonada | Gemmatimonadac uncultured uncu}tured | proteob 0.234 0.066
detes les eae acterium
Gemmatimona | Gemmatimonada | Gemmatimonadac uncultured unidentified 0.269 1.106 | 0.863
detes les eae
Gemmatimona | Gemmatimonada | Gemmatimonadac unidentified unidentified 0.494 065 | 0353
detes les eae
. . . . Longimicrobiacea L . uncultured bacteriu
Longimicrobia | Longimicrobiales o Longimicrobiaceae m 0.13
Longimicrobia | Longimicrobiales Eonglmlcroblacea Longimicrobiaceae |uncultured soil 0.055
Longimicrobia | Longimicrobiales 20ng1mlcrob1acea Longimicrobium Ilﬁlcultured_bacterlu 0.064
Longimicrobia | Longimicrobiales g"nglm‘“"b‘acea YC-ZSS-LKJ147 “mncultured—ba“e“u 0.026
Longimicrobia | Longimicrobiales gonglmlcroblacea YC-ZSS-LKJ147 | unidentified 0.02
S0134 terrestri | SO134 _terrestrial | S0134 terrestrial | SO134 terrestrial g | uncultured bacteriu 0.025 0005 | 0.064
al_group group group roup m
S0134 _terrestri | SO134 _terrestrial | S0134 terrestrial | SO134 terrestrial g | uncultured Gemma 0.055 0053
al_group group group roup timonadales ) )
S0134 terrestri | S0134 terrestrial | SO134 terrestrial | SO134 terrestrial g | uncultured Gemma 0134 | 0062
al_group group group roup timonadetes ) )
S0134 _terrestri | SO134 _terrestrial | S0134 terrestrial | SO134 _terrestrial g unidentified 0.095 0092 | 0.04
al group group group roup
Latescibacterota
. . . . . uncultured bacteriu
Latescibacteria | Latescibacterales | Latescibacteraceae | Latescibacteraceae m - 0.046
{;atesmbacterot Latescibacterota | Latescibacterota | Latescibacterota Elcultured_bacterlu 0.134
;atesmbacterot Latescibacterota | Latescibacterota | Latescibacterota uncultured_soil 0.138
Latescibacterot Latescibacterota | Latescibacterota | Latescibacterota unidentified 0.119 | 0.207 | 0.117

a




MBNT15

MBNTI5 MBNTI5 MBNTIS5 MBNTIS5 Elcultured—ba“e“u 0.12
MBNTI5 MBNTI5 MBNTI5 MBNTI5 Egzg;uredfMyxoc" 0.045
MBNTI15 MBNTI15 MBNTI15 MBNTI15 unidentified 0.051
Methylomirabilota
i\i/;ethylomlrabl Rokubacteriales | Rokubacteriales Rokubacteriales metagenome 0.155 0.013
i\i/;ethylomlrabl Rokubacteriales | Rokubacteriales Rokubacteriales Elculturedﬁbacterlu 0.698 1.364 | 0.814
ﬁ’;ethylom“ab‘ Rokubacteriales | WX65 WX65 I‘Elc‘lhured—ba“e“” 0.117
Myxococcota
. . . . uncultured_Syntrop
bacteriap25 bacteriap25 bacteriap25 bacteriap25 hobaciterales 0.078
bacteriap25 bacteriap25 bacteriap25 bacteriap25 unidentified 0.972 | 0.208 | 0.977 | 0.333
bacteriap25 bacteriap25 bacteriap25 bacteriap25 unidentified 0.046
Myxococcia Myxococcales Anacromyxobacter Anaeromyxobacter uncultured_dnaero 0.022
aceae myxobacter
Myxococcia Myxococcales il;zeeromyxobacter Anaeromyxobacter | unidentified 0.026
Myxococcia Myxococcales Myxococcaceae Cystobacter unidentified 0.943 | 0.827 | 1.504
Myxococcia Myxococcales Myxococcaceae P30B-42 uncqltured_Cy stoba 0.041
cterineae
Myxococcia Myxococcales Myxococcaceae uncultured ﬁlcultured_bacterlu 0.06
Myxococcia Myxococcales Myxococcaceae unidentified unidentified 0.38 | 0.17 0.354 0.539 | 0.097
Polyangia Haliangiales Haliangiaceae Haliangium Esg}lel;tured_My xoco 0.055
Polyangia Haliangiales Haliangiaceae Haliangium uncu!tured_p roteob 0.055
acterium
Polyangia Haliangiales Haliangiaceae Haliangium unidentified 0.134 | 0.286 | 0.166




Polyangia mlel-27 mlel-27 mlel-27 unidentified 0.077
Polyangia Polyangiales Blrii41 Blrii41 ﬁlcultured_bacterlu 0.119 | 0.065 | 0.013
Polyangia Polyangiales Blrii41 Blrii41 unidentified 0.097
Polyangia Polyangiales Eel-36e1D6 Eel-36e1D6 Elcultured_bacterlu 0.031
Polyangia Polyangiales Phaselicystidaceae | Phaselicystis ;nculturedﬁbacterlu 0.026
Polyangia Polyangiales Phaselicystidaceae | Phaselicystis ;1;1;ultured_By ssovo 0.097
Polyangia Polyangiales Polyangiaceae Minicystis Ilﬁlcultured_bacterm 0.042
Polyangia Polyangiales Polyangiaceae Pajaroellobacter unidentified 0.073
Polyangia Polyangiales Polyangiaceae Polyangiaceae umncultured_bacterlu 0.062
Polyangia Polyangiales Sandaracinaceae | uncultured Elcultured_bacterlu 0.041
Polyangia Polyangiales Sandaracinaceae | uncultured unidentified 0.135 0.244 | 0.104
Polyangia Polyangiales unidentified unidentified unidentified 0.018
unidentified unidentified unidentified unidentified unidentified 0.028
NB1-j
NB1-j NBI-j NBIj NBI-j uncultured Desul/o 0.074 | 0.073
glaeba
NBIj NBIj NBIj NBIj uncultured_Myxoco 0.065
ccales
NB1-j NB1-j NBI1-j NBI-j unidentified 0.135 0.313 | 0.093
Nitrospirota

Nitrospiria Nitrospirales Nitrospiraceae Nitrospira Nitrospira japonica 0.259 | 0.163 | 0.295 | 0.104
Nitrospiria Nitrospirales Nitrospiraceae Nitrospira B;g;;;ured*Nllroslj ! 0.035

Nitrospiria Nitrospirales Nitrospiraceae Nitrospira uncultured_soil 0.217
Nitrospiria Nitrospirales Nitrospiraceae Nitrospira unidentified 0.055 0.083




Patescibacteria

. Candidatus_Kais | Candidatus_Kaiser | Candidatus Kaiser |uncultured bacteriu

Parcubacteria . . . 0.111

erbacteria bacteria bacteria m
Parcubacteria | Parcubacteria Parcubacteria Parcubacteria ;nculturedﬁbacterlu 0.051 | 0.049
iSaaccharlmonad S :ccharlmonadal LWQS LWQS Iurilcultured_bacterlu 0.169
iSaaCCha“m"nad j:“ha“m"nadal LWQ8 LWQ8 unidentified 0.163 | 0.129
iSaaccharlmonad S :ccharlmonadal 332 ™7 unidentified 0.073
Saccharlmonad Saccharimonadal | Saccharimonadace T™M7a uncultured bacteriu 0.149
ia es ae m
iSaaccharlmonad S:ccharlmonadal SSaccharlmonadale Saccharimonadales | unidentified 0.095 0.346 | 0.09
saccharimonad | Saccharimonadal |, piqentifieq unidentified unidentified 0.182 | 0.064 0.045 024 | 0.15
Saccharlmonad Saccharimonadal WWH38 WWH38 uncultured_bacteriu 0.032
ia es m

Planctomycetota
OM190 OM190 OM190 OM190 uncultured_bacteriu 0.026
Phycisphaerae | Phycisphaerales | Phycisphaeraceac | AKYGS587 Elcultured_bacterlu 0.095 0.032 | 0.022
Phycisphaerae | Phycisphaerales | Phycisphaeraceac | CL500-3 Elculturedibacterlu 0.046
Phycisphaerae | Phycisphaerales | Phycisphaeraceac | SM1A02 unidentified 0.011
Phycisphacrac | Tepidisphacrales 1\inDZ 101 _soil gro I\)7\/D2 101 _soil _grou I1ﬁlcultured_bacter1u 0.02
Phycisphacrae | Tepidisphacrales WD2101 soil gro | WD2101 soil grou |uncultured plancto 0.018
up p mycete

Phycisphaerae | Tepidisphaerales quD2 101_soil_gro ;VDZ 101_soil_grou unidentified 0.066 0.075 0.111 | 0.044
i’lanctomycete Gemmatales Gemmataceae uncultured umncultured_bacterlu 0.035




Elanctomycete Gemmatales Gemmataceae uncultured unidentified 0.024

unidentified unidentified unidentified unidentified unidentified 0.018
Proteobacteria

Alphap roteoba Acetobacterales | Acetobacteraceae | Acidicaldus uncultured_Acidisp 0.193 0.049

cteria haera

é&tg?aaproteoba Acetobacterales | Acetobacteraceae | Belnapia ;nculturedibacterlu 1.151 | 0.248

,;glilaaproteoba Acetobacterales | Acetobacteraceae | Roseomonas unidentified 1.174 | 0.89 | 1.59 0.134 | 0.06

Alphap roteoba Acetobacterales | Acetobacteraceae | uncultured uncultured_Paracra 0.05

cteria Urococcus

cAtleri?aap roteoba Acetobacterales | Acetobacteraceae | unidentified unidentified 1.63 | 1.918 | 0.551 0.022

Alphaproteoba Azospirillales Azospirillaceae uncultured uncultured_bacteriu 0.04 0.028

cteria m

é\tg?aaproteoba Azospirillales Inquilinaceae Inquilinus Inquilinus sp. 0.267 | 0.083

é‘;glilaap roteoba Azospirillales uncultured uncultured unidentified 0.11 0.097 | 0.022

?tgililaap roteoba Caulobacterales | Caulobacteraceae | Brevundimonas drinking_water 0.248 | 0.148

cAtleri?aap roteoba Caulobacterales | Caulobacteraceae | Brevundimonas unidentified 2.233 | 0.933 0.124

éle;;?aaproteoba Caulobacterales | Caulobacteraceae | Caulobacter unidentified 0.433

,;glilaaproteoba Caulobacterales | Caulobacteraceae | Phenylobacterium | uncultured_soil 0.163 | 0.152

’;lelzlilaap roteoba Caulobacterales | Caulobacteraceae | Phenylobacterium | unidentified 0.165 0.23 1 0.154

cAtg;?aap roteoba Caulobacterales | Caulobacteraceae | uncultured unidentified 0.102

cAtleri?aap roteoba Caulobacterales | Hyphomonadaceae | Hirschia unidentified 0.13 0.014

é&tg?aaproteoba Caulobacterales | Hyphomonadaceae | SWB02 uncultured_soil 0.037




Alphaproteoba

cteria Caulobacterales | Hyphomonadaceae | SWB02 unidentified 0.152 | 0.029
z;glilaaproteoba Caulobacterales | Parvularculaceae | Amphiplicatus Ilﬁlcultured—baaerm 0.134

é\tle;;lilaaproteoba Defluviicoccales | Defluviicoccaceae | Defluviicoccus unidentified 0.307
ﬁ‘tglilaap roteoba Dongiales Dongiaceae Dongia metagenome 0.174 | 0.327 0.051
gg?aaproteoba Dongiales Dongiaceae Dongia unidentified 1.276 | 1.929 | 4.069 | 0.607
é\tg?aaproteoba Elsterales uncultured uncultured unidentified 0.101
Alphaproteoba Holosporales Holosporaceae uncultured uncultured_bacteriu 0.819
cteria m

?tlelzlilaap roteoba Micropepsales Micropepsaceae uncultured unidentified 0.03

Alphap roteoba Parvibaculales Parvibaculaceae uncultured uncultured_bacteriu 0.055

cteria m

Alphaproteoba | | o oicpirillales | Puniceispirillales_ o o iibacter | uncultured soil 0.198 | 0.148

cteria Incertae _Sedis -

é\tg?aaproteoba Reyranellales Reyranellaceae Reyranella unidentified 0.563 | 2.196 | 1.682 | 2.006
é\tlep;lilaaproteoba Reyranellales Reyranellaceae uncultured Ili?cultured_bacterlu 0.13 | 0.193 0.086
Alphap roteoba Reyranellales Reyranellaceae uncultured uI'lc.ultured_Rhodos 0.088

cteria pirillales

cAtg;?aap roteoba Reyranellales Reyranellaceae uncultured unidentified 0.212
Alphaproteoba | ppi; opiales A0839 A0839 uncultured_Phyllob 0.075 | 0.252 | 0.106 | 0.06
cteria acteriaceae

Alphaproteoba | ghizobiales A0839 A0839 uncultured_sludge 0.223 | 0.115
AlPhaproteoba | phizobiales | Beijerinckiaceac | 1174-901-12 unidentified 0.496 0.859

Alphaproteoba Rhizobiales Beijerinckiaceae | FFCH5858 unidentified 0218

cteria




Alphaproteoba

Methylobacterium-

Methylobacterium

cteria Rhizobiales Beijerinckiaceae Methylorubrum aquaticum 1.59

Alphaproteoba Rhizobiales Beijerinckiaceae Methylobacterium- Methy{obactermm 1,504

cteria Methylorubrum brachiatum

Alphaproteoba | pp . iales Beijerinckiaceac | Meiyiobacterium- | Methylobacterium 1.108 | 6.169 | 2.578

cteria Methylorubrum hispanicum

Alpl_lap roteoba Rhizobiales Beijerinckiaceae Methylobacterium- | Methylobacterium 3.547 | 2911 | 1.95 | 2.192

cteria Methylorubrum komagatae

Alphaproteoba Rhizobiales Beijerinckiaceac Methylobacterium- Methy.lombrum 0711

cteria Methylorubrum podarium

Alphaproteoba | .. biales Beijerinckiaceae | Metvlobacterium= | 4o ified 19.847 | 15.396 | 16.154 | 24.065

cteria Methylorubrum

‘Sle‘;lilaapmte(’ba Rhizobiales Beijerinckiaceae | Microvirga unidentified 0.281 | 0.657 1.346 | 0.445 | 0.525 | 0.135
Alphaproteab? | piizobiales Beijerinckiaceae | unidentified unidentified 0.992 | 0.996 0.145 0.086
Alphaproteoba | g i, obiales D05-2 D05-2 uncultured_bacteriu 0.04 0.106

cteria m

‘Sg?aapmte"ba Rhizobiales Devosiaceae Devosia unidentified 1.637 | 0.254 0.161
é\tg?aaproteoba Rhizobiales Devosiaceae uncultured unidentified 0.253
é\tle;;lilaaproteoba Rhizobiales Devosiaceae unidentified unidentified 0.424

Alphap roteoba Rhizobiales Hyphomicrobiacea Hyphomicrobium un'cultu'red_Hy pho 0.416 0.011
cteria e microbium

Alphaproteaba | ppizobiales LyphomICrobiacea | 1y homicrobium | unidentificd 0224 | 0282 | 041
‘Sg?aapmte"ba Rhizobiales Zlyphom‘mb‘acea Pedomicrobium Elcuhuredfba“e“u 0.135 | 0.237 | 0.161
Alphaproteoba | .. biales Hyphomicrobiacea | b 1o icropjum | Wncultured_Hypho 0.354 0.553 | 0.252
cteria e microbiaceae

Alphaproteoba | phizobiales | HYPMOMTOORR | pogomicrobium | unidentified 0334 | 3.413 | 0991 | 0.1
CAtg;?aap roteoba Rhizobiales ::Iyp homicrobiacea unidentified unidentified 0.028




Alphaproteoba

uncultured bacteriu

: Rhizobiales KF-JG30-B3 KF-JG30-B3 0.264 0.24
cteria m
‘Sglilaapmt“’ba Rhizobiales KF-JG30-B3 KF-JG30-B3 unidentified 0.327 | 0.17
é\tlep;lilaaproteoba Rhizobiales Labraceae Labrys unidentified 0.028
Alphaproteab? | ppizobiales Methyloligellaceac | Methyloligellaceae | "1™ 402t 0.578 | 049 | 1.055
gg?aapmte"ba Rhizobiales Methyloligellaceae | unidentified unidentified 0.073
é\tg?aaproteoba Rhizobiales Methylopilaceae | unidentified unidentified 0.347

Allorhizobium-
Alphaproteoba | pp. o biales Rhizobiaceae Neorhizobium-—— ||\ .4 tified 5.044 | 4581 | 142 | 4.168 | 0354 | 1.647 | 1276 | 0.23
cteria Pararhizobium-
Rhizobium

Alphaproteoba . . . .
cteria Rhizobiales Rhizobiaceae Aureimonas Aurantimonas sp. 1.306 | 0.996
Alphaproteoba | pp. o biales Rhizobiaceae Aureimonas Aureimonas 11218 | 4.994 | 5.109 | 21.917
cteria Jjatrophae
Alphaproteoba | pp. o bioles Rhizobiaceae Aureimonas Aureimonas 0.827 | 0.827 | 0.473
cteria phyllosphaerae
Alphaproteoba | . 4iotes Rhizobiaceae Aureimonas Aureimonas 0.413 2.192
cteria rubiginis
Alphap roteoba Rhizobiales Rhizobiaceae Aureimonas uncultured_bacteriu 0.127
cteria m
cAtleri?aap roteoba Rhizobiales Rhizobiaceae Aureimonas unidentified 9.684 | 7.557 | 6.084 | 7.263
élef;?aapmte"ba Rhizobiales Rhizobiaceae Ensifer unidentified 0.09 | 0.534 | 0.272
ég?aapmte"ba Rhizobiales Rhizobiaceae Mesorhizobium | unidentified 163 | 1.439 | 1399 0.678 | 1.558 | 0.461 | 0.245
Alphap roteoba Rhizobiales Rhizobiaceae Tianweitania uncultured_bacteriu 0.695
cteria m
Alphaproteoba | py.. biales Rhizobiaceae unidentified unidentified 4219 | 7.64 |5.109 | 1.633 | 0.04 | 0.579 | 0.825

cteria




Alphaproteoba

Rhizobiales Incert

uncultured_bacteriu

. Rhizobiales . Bauldia 0.078
cteria ae Sedis m
Alphaproteoba Rhizobiales Rhlzob%ales_lncert Bauldia uncul.tured_Phyllob 0.03
cteria ae Sedis acteriaceae
Alphaproteoba | . biales Rhizobiales_Incert | p /i, unidentified 0.02 0.051
cteria ae Sedis
Alpl_laproteoba Rhizobiales Rhlzob%ales_lncert Nordella unculturedTAlphapr 0.284 0.066
cteria ae Sedis oteobacteria
Alphaproteoba | oy . biales Rhizobiales_Incert | /71, uncultured_Phyllob 0.145 | 0.401 | 0.078 | 0.044
cteria ae Sedis acteriaceae
Alphaproteoba | .. biales Rhizobiales_Incert | 717, unidentified 0.09 | 095 | 0.728 | 0.121
cteria ae Sedis
Alphaproteoba | . biales Rhizobiales_Incert | . qehtified unidentified 0.252
cteria ae Sedis
Alphaproteoba Rhizobiales Rhodomicrobiacea Rhodomicrobium unculturedTAthapr 0.14
cteria e oteobacteria
Alphaproteoba Rhizobiales Rhodomicrobiacea Rhodomicrobium uncultured bacteriu 0.065 | 0386 | 0295
cteria € m
‘Sg?aapmte"ba Rhizobiales eRhOdom‘cmblacea Rhodomicrobium | unidentified 0.282 | 0.147
Alphaproteoba | oy . biales Stappiaceae Agaricicola Agaricicola 1.753 | 1.336
cteria taiwanensis
Alphaproteoba Rhizobiales uncultured uncultured unculturedTAlp hapr 0.143
cteria oteobacteria
cAtleI;?aaP roteoba Rhizobiales uncultured uncultured unidentified 0374 | 0.876 | 0.571 | 1.006
AlPhaproteaba | ppizobiales unidentified unidentified unidentified 489 | 2.828 | 6.826 | 593 | 0.628 | 0.638 | 0.622 | 0.055
‘Sg?aapmte"ba Rhizobiales Xanthobacteraceae | Bradyrhizobium | unidentified 1.62 | 5239 | 1.737 | 0.781
Alphaproteoba | .. biales Xanthobacteraceae | Pseudolabrys uncultured_Bradyrh 0.553 | 0.371 | 0.129
cteria izobiaceae
é\tlep;lilaaproteoba Rhizobiales Xanthobacteraceae | Pseudolabrys unidentified 0.04
Alphaproteoba Rhizobiales Xanthobacteraceae | Rhodoplanes uncultured_bacteriu 0.099

cteria

m




Alphaproteoba

uncultured Rhodop

. Rhizobiales Xanthobacteraceae | Rhodoplanes 0.204 0.636
cteria lanes
é‘;glilaaproteoba Rhizobiales Xanthobacteraceae | Rhodoplanes unidentified 0.229 | 0.579 | 0.235 | 0.64
Alphaproteoba | . biales Xanthobacteraceae | uncultured uncultured_Blastoc 0.254 | 0.327 0.053
cteria hloris
Alpl_lap roteoba Rhizobiales Xanthobacteraceae | uncultured l.lncqlmred_Brady rh 0.115
cteria izobiaceae
Alphaproteoba Rhizobiales Xanthobacteraceae | uncultured uncultured_Pseudol 0.424
cteria abrys
é\tg?aaproteoba Rhizobiales Xanthobacteraceae | uncultured unidentified 326 | 3.057 | 3.014 | 5.636
‘;le‘;lilaapmte"ba Rhizobiales Xanthobacteraceae | unidentified unidentified 0.298 1177 | 2.968 | 2.152 | 2.119
glelzlilaap roteoba Rhizobiales Xanthobacteraceae | Xanthobacteraceae |unidentified 0.124
CAtg;?aap roteoba Rhodobacterales | Rhodobacteraceae | Falsirhodobacter unidentified 0.046
é\tg?aaproteoba Rhodobacterales | Rhodobacteraceae | Paracoccus unidentified 0.174 0.055
Alphaproteoba Rhodobacterales | Rhodobacteraceae | Rubellimicrobium Rubellimicrobium 0.155
cteria mesophilum
é\tlep;lilaaproteoba Rhodobacterales | Rhodobacteraceae | Rubellimicrobium Ilﬁlcultured_bactenu 0.116
cAtleI;?aaP roteoba Rhodobacterales | Rhodobacteraceae | unidentified unidentified 0.031
CAtg;?aap roteoba Rhodospirillales | Rhodospirillaceae | uncultured metagenome 0.06
é\tg?aaproteoba Rhodospirillales | Rhodospirillaceae | uncultured unidentified 0.06
Alphaproteoba | Sphingomonadal | Sphingomonadace | ;...\ 1 opacter | unidentified 0.1 0.161 | 0.093
cteria €s ae
Alphaproteoba Sphingomonadal | Sphingomonadace Ellin6055 unidentified 015
cteria €s ae
Alphaproteoba Sphingomonadal | Sphingomonadace Novosphingobium Novosp@zn gobium 0.065
cteria €s ae gossypii




Alphaproteoba

Sphingomonadal

Sphingomonadace

. Novosphingobium | unidentified 0.148 | 0.442
cteria es ac
Alphaproteoba Sphingomonadal | Sphingomonadace Porphyrobacter unidentified 0.097
cteria es ac
Alphaproteoba Sphingomonadal | Sphingomonadace Oipengyuania unidentified 0.046
cteria es ae
Alpl_laproteoba Sphingomonadal | Sphingomonadace Sphingobium unidentified 0415 | 023
cteria es ae
Alphaproteoba Sphingomonadal | Sphingomonadace Sphingomonas Caulobacter sp. 0.505
cteria es ae
Alphaproteoba Sphingomonadal | Sphingomonadace Sphingomonas Sghlngqmonas 0843 | 07 | 0.602
cteria es ae gimensis
Alphaproteoba Sphingomonadal | Sphingomonadace Sphingomonas Sphingomonas ' 0.579 0559
cteria es ac guangdongensis
Alphaproteoba Sphingomonadal | Sphingomonadace Sphingomonas Sphingomonas 0182
cteria es ae phyllosphaerae
Alphaproteoba Sphingomonadal | Sphingomonadace Sphingomonas Spﬁzngqmonas 0111
cteria es ae rhizophila
‘Sg?aapmte"ba ffhmgomonadal :}:hmg"monadace Sphingomonas unidentified 3.456 | 2.141 | 5.243 | 0.573 0.396 | 0.161
‘Sg?aapmte"ba ffhmgomonadal :}:hmg"monadace unidentified unidentified 6.328 | 5.093 | 9.307 | 2.235 | 0.01 035 | 0.26
Alphaproteoba Tistrellales Geminicoccaceae | uncultured uncultured_dceroba 0.022
cteria cteraceae
Alphap roteoba Tistrellales Geminicoccaceae | uncultured uncultured_bacteriu 0.083 | 0.075
cteria m
CAtg;?aap roteoba Tistrellales Geminicoccaceae | uncultured unidentified 0.23 | 0.046
Alphaproteoba uncultured uncultured uncultured Rhodo;p irillaceae 0.078 | 0.102
cteria bacterium
Alphaproteoba |\ o\ jireq uncultured uncultured uncultured_dcetoba 0.237 0.117
cteria cteraceae
Alphaproteoba uncultured uncultured uncultured uncultured_bacteriu 0.009 | 0.033
cteria m
Alphap roteoba uncultured uncultured uncultured upgulmred_Rhodos 0.024
cteria pirillaceae




Alphaproteoba

cteria uncultured uncultured uncultured uncultured_soil 0.189 | 0.297 | 0.484
gglilaaproteoba uncultured uncultured uncultured unidentified 0.09 0.783 | 0.17
‘;le‘;lilaapmte"ba unidentified unidentified unidentified unidentified 0.148 0.867 | 0.816 | 0.493 | 0.313
S:;g;ﬁ:aproteob Burkholderiales | A21b A21b unidentified 0.045 0.033
Gammaproteod |\ ypolderiales | BI-7BS B1-7BS uncultured_bacteriu 0.05 0.276 | 0.044
acteria m

Burkholderia-
Gammaproteob Burkholderiales | Burkholderiaceae | Caballeronia- uncgltured_Burkhol 0.078
acteria . deriales

Paraburkholderia
Gammanroteob Burkholderia-

map Burkholderiales | Burkholderiaceae | Caballeronia- unidentified 0.265

acteria .

Paraburkholderia
ia::gzaproteob Burkholderiales | Burkholderiaceae | Cupriavidus unidentified 0.125 | 0.341 | 0.184
i&:rerg;laproteob Burkholderiales | Burkholderiaceae | Ralstonia unidentified 0.238
Gammaproteob Burkholderiales | Comamonadaceae | Azohydromonas uncultured_bacteriu 0.02
acteria m
Scegz:aproteob Burkholderiales | Comamonadaceae | Ramlibacter unidentified 0.688 0.276
Gammaproteod | 5 4 polderiales | Comamonadaceae | Rivibacter uncultured_bacteriu 0.08 0.12 | 0291
acteria m
ia::gzaproteob Burkholderiales | Comamonadaceae | Roseateles unidentified 0.101
iire?gapmte"b Burkholderiales | Comamonadaceae | unidentified unidentified 0.281 0.234 0.479 | 0.19
a(l}czzrz;laproteob Burkholderiales | Comamonadaceae | Variovorax unidentified 0.163 | 0.124
Gammaproteob | 5, 1p lderiales | Methylophilaceae | MM2 uncultured_bacteriu 0.041
acteria m
Gammaproteob Burkholderiales Nitrosomonadacea Ellin6067 uncultured Oxalob 011
acteria [ acteraceae




Gammaproteob

Nitrosomonadacea

o Burkholderiales | _ Ellin6067 unidentified 0.374 | 0.223 | 0.244 | 0.437
Gammaproteob Burkholderiales Nitrosomonadacea MNDI uncultured_Nitroso 0,062
acteria e monadales

Gammaproteob . Nitrosomonadacea . .

ooteria Burkholderiales . MNDI1 unidentified 0.513 | 0.608 | 0.917 | 0.329
S:;g;ﬁalaproteob Burkholderiales | Oxalobacteraceae | Duganella unidentified 0.06
S::g;glaproteob Burkholderiales | Oxalobacteraceae | Massilia Massilia albidiflava 0.199 0.166
Sczzrz;laproteob Burkholderiales | Oxalobacteraceae | Massilia Massilia oculi 0.065
ia:g;gaproteob Burkholderiales | Oxalobacteraceae | Massilia unidentified 0.085 0.364 | 0.238
gﬁzgaproteob Burkholderiales | Oxalobacteraceac | unidentified unidentified 0.1T1
aGCa::gZapI’OtGOb Burkholderiales | Rhodocyclaceae | unidentified unidentified 0.078 | 0.024
Gammaproteod | g\ holderiales | SC-1-84 SC-1-84 uncultured_bacteriu 0.083

acteria m

iig{;‘apmw"b Burkholderiales | SC-I-84 SC-1-84 unidentified 0.152 | 0.172
ia:g;gaproteob Burkholderiales | Sutterellaceae uncultured E?cultured_bacterlu 0.209 0.359 1 0.079
Gammaproteod | g,y holderiales | TRA3-20 TRA3-20 bacterium_enrichm 0.075 | 0.282 | 0.198 | 0.121
acteria ent

Gammaproteod | g,y holderiales | TRA3-20 TRA3-20 uncultured_bacteriu 0.101

acteria m

Sczzrz;laproteob Burkholderiales | TRA3-20 TRA3-20 uncultured Green 0.129
Gammaproteod | g, 1 holderiales | TRA3-20 TRA3-20 A 0.409 0.097
acteria monadales

Sciggapmw"b Burkholderiales | TRA3-20 TRA3-20 unidentified 0.189 03 0329
Gammaproteob Burkholderiales | unidentified unidentified unidentified 0.023 | 0.104

acteria




Gammaproteob

. CCD24 CCD24 CCD24 uncultured gamma 0.212
acteria -
Sciggapmte"b CCD24 CCD24 CCD24 unidentified 0.179 | 0312 | 0.548
Gammaproteob Diplorickettsiales Diplorickettsiacea Aquicella uncultured Aquicell 0.029
acteria € a
Gammaproteob Diplorickettsiales Diplorickettsiacea Aquicella uncultured_bacteriu 1.953
acteria S m
Gammaproteob | p ) eketrsiales | DiPlOTickettsiacea | i unidentified 0.839
acteria S
Sczzrz;laproteob Diplorickettsiales eDlplorlckettsmcea uncultured agricultural soil 0.024
i&::;gaproteob Diplorickettsiales ]e)1plor1cketts1acea uncultured unidentified 0.373
Gammaproteob | py. )i etsiales | DiPloTickettsiacea | g tified unidentified 0.071
acteria €
aGCaérgzaproteob Enterobacterales | Erwiniaceae Pantoea unidentified 0.182 0.055
Gammaproteob EV818SWSAPS8 EVS1SSWSAPSS | EV818SWSAPSS uncultured bacteriu 0.038
acteria 8 m
Gammanroteob Gammaproteoba
map cteria_Incertae_S | Unknown_Family | Acidibacter metagenome 0.09
acteria .
edis
Gammaproteob Gammaproteoba uncultured bacteriu
map cteria_Incertae_S | Unknown_Family | Acidibacter - 0.078
acteria . m
edis
Gammanroteob Gammaproteoba
acteria P cteria_Incertae S | Unknown Family | Acidibacter unidentified 0.862 | 1.217 | 1.668 | 0.256
edis
Gammanroteob Gammaproteoba
acteria P cteria_Incertae S | Unknown_Family | unidentified unidentified 0.018
edis
Gammaproteod | 36 G557 |1G36-GS-52 JG36-GS-52 uncultured_bacteriu 0.062
acteria m
Gammaproteob Legionellales Legionellaceae Legionella Legzoz;tellal 0.146
acteria adelaidensis




Gammaproteob

uncultured bacteriu

. Legionellales Legionellaceae Legionella 0.038
acteria m
Sggﬁ:aproteob Legionellales Legionellaceae Legionella unidentified 3.699
Gammaproteob PLTA13 PLTA13 PLTA13 uncultured bacteriu 0.038
acteria m
iig;ﬁ:apmte"b PLTA13 PLTA13 PLTAI3 uncultured_gamma 0.085 | 0.297 | 0.276 | 0.062
S;gfa‘apmte"b PLTAI13 PLTAI13 PLTAI13 unidentified 0.057
Gammaproteob | Pseudomonadale | Pseudomonadacea Pseudomonas

. Pseudomonas 0.767
acteria s e psychrotolerans
Gammaproteob Pseudomonadale | Pseudomonadacea Pseudomonas unidentified 0.055
acteria S €
i&;z;gaproteob Salinisphaerales | Solimonadaceae | Polycyclovorans umncultured_bacterlu 0.02
Gammaproteob Steroidobacterale | Steroidobacteracea Steroidobacter uncultured Xantho 0.035
acteria s e monadaceae
iig{:apmte"b ftem‘dObaCterale Stem‘d"bameracea Steroidobacter unidentified 1.122 | 0905 | 1373 | 0.23
Gammaproteob Steroidobacterale | Steroidobacteracea uncultured unidentified 0.095 0.04
acteria S €
Gammaproteob Steroidobacterale | Steroidobacteracea unidentified unidentified 0.08 0.263
acteria S €
ia::g;laproteob unidentified unidentified unidentified unidentified 0.09 0.083 | 0.179
Gammaproteob Xanthomonadale | Rhodanobacterace Luteibacter Lute.zbact.er 0.149
acteria S ae yeojuensis
Gammaproteob Xanthomonadale | Xanthomonadacea Arenimonas unidentified 0.057
acteria S €
Gammaproteob Xanthomonadale | Xanthomonadacea Lysobacter Lysobact?r 0.035
acteria s e bugurensis
Gammaproteob Xanthomonadale | Xanthomonadacea Lysobacter Lysobacter' 0.219
acteria s e dokdonensis
aGCa:gizaproteob z(anthomonadale z(anthomonadacea Lysobacter unidentified 0.05 | 0.178 | 0.475




Gammaproteob

Xanthomonadale

Xanthomonadacea

. Stenotrophomonas | unidentified 3.356 | 0.099 0.064
acteria S €
Gammaproteob Xanthomonadale | Xanthomonadacea unidentified unidentified 0.198 0217
acteria S €
Gammaproteob Xanthomonadale | Xanthomonadacea Xanthomonas unidentified 1.534 0276
acteria S €
unidentified unidentified unidentified unidentified unidentified 0.339 0.304 | 0.062

SAR324 clade_(Marine_group_ B)
SAR§24_clade SAR§24_clade SAR324 clade SAR324 clade uncultured_bacteriu
(Marine group | (Marine group . . 0.018
B) B) (Marine_group B) | (Marine_group B) |m
Verrucomicrobiota
Omnitrophia Omnitrophales Omnitrophaceae s;;;:;datus_Omnztr unidentified 0.02
WPS-2

WPS-2 WPS-2 WPS-2 WPS-2 metagenome 0.108




