
 
Figure S4. Virtual RFLP patterns generated from fragments of 16S rRNA genes of SPLDaP amplified from sisal plants (A) and 
mealybugs (B). Recognition sites for the following 17 restriction enzymes were used in the simulated digestions: AluI, BamHI, BfaI, 
BstUI (ThaI), DraI, EcoRI, HaeIII, HhaI, HinfI, HpaI, HpaII, KpnI, Sau3AI (MboI), MseI, RsaI, SspI and TaqI.  
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